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Figure 4 



GACGCGAGGCGGGTTCTTGGACTGAGTGTGCGGCGCGGTGCGCCGCCTTCCGAGGCTCC 
TCCCGCGGGTGGCAGCGGACGGGGCGCGCCCCTCGGCCAGTCCTCGGTCCTCAGGCTTG 
TGGCTCCGTTGAGCACCGGCCGCCGGGCCTCTGGGTCCGTCGAGTGGAGACTCTCTGAA 
AAGCGTGGGCTCCGTGGCCTCCGGCGCGGCCGCGGCGGGTCGGTCTCCTAGATCATCCG 

GGAAGCCCACGGGACCCTCAGGCGGGCAGG 

| | | | | | 

1 ATGAACGACTGGCACAGGATCTTCACCCAAAACGTGCTTGTCCCTCCCCACCCACAGAGA 6 0 
1MNDWHRI FTQNVLVPPHPQR 20 

| | | | | | 

61 GCGCGCCAGCCTTGGAAGGAATCCACGGCATTCCAGTGTGTCCTCAAGTGGCTGGACGGA 12 0 
21ARQPWKESTAFQCVLKWLDG 40 

I -I-" "I- I I i 

121 CCGGTAATTAGGCAGGGCGTGCTGGAGGTACTGTCAGAGGTTGAATGCCATCTGCGAGTG 180 
41 PV I RQGVLEVLS EVECHLRV 60 

1 1-- 1 1 1 

181 TCTTTCTTTGATGTCACCTACCGGCACTTCTTTGGGAGGACGTGGAAAACCACAGTGAAG 24 0 
61 S F FDVTYRHFFGRTWKTTVK 80 

| | | | | | 

241 CCGACGAAGAGACCGCCGTCCAGGATCGTCTTTAATGAGCCCTTGTATTTTCACACATCC 300 
81P TKRPPSRIVFNEPLYFHTS 100 

, | | | | | 

3 01 CTAAACCACCCTCATATCGTGGCTGTGGTGGAAGTGGTCGCTGAGGGCAAGAAACGGGAT 3 6 0 
101 LNHPHIVAVVEVVAEGKKRD 120 

| | | | | | 

361 GGGAGCCTCCAGACATTGTCCTGTGGGTTTGGAATTCTTCGGATCTTCAGCAACCAGCCG 42 0 
121 GSLQTLSCGFGILRI FSNQP 140 

| | | | |„„.„„| 

4 21 GACTCTCCTATCTCTGCTTCCCAGGACAAAAGGTTGCGGCTGTACCATGGCACCCCCAGA 4 80 
141 DSPISASQDKRLRLYHGTPR 160 

I I I I I I 

4 81 GCCCTCCTGCACCCGCTTCTCCAGGACCCCGCAGAGCAAAACAGAC ACATGACCCTCATT 54 0 
161 ALLHPLLQDPAEQNRHMTLI 180 

| | | | | | 

541 GAGAACTGCAGCCTGCAGTACACGCTGAAGCCACACCCGGCCCTGGAGCCTGCGTTCCAC 600 
181 ENCSLQYTLKPHPALEPAFH 200 

| | | , , , 

601 CTTCTTCCTGAGAACCTTCTGGTGTCTGGTCTGCAGCAGATACCTGGCCTGCTTCCAGCT 660 
201 LLPENLLVSGLQQI PGLLPA 220 

I I"" I "I I ""I 

661 CATGGAGAATCCGGCGACGCTCTCCGAAAGCCTCGCCTCCAGAAGCCCATCACGGGGCAC 720 
221 HGESGDALRKPRLQKP ITGH 240 

| |_. |-~-- | | | 

721 TTGG ATG ACTT ATT CTTC ACC CTGT ACCCCT CCCTGG AG AAGTTTG AGG AAG AG CTGCTG 780 
241 LDDLFFTLYPSLEKFEEELL 260 

— I I"- I |— — —I | 

781 GAGCTCCACGTCCAGGACCACTTCCAGGAGGGATGTGGCCCACTGGACGGTGGTGCCCTG 84 0 
261 ELHVQDHFQEGCGPLDGGAL 280 

I — " "I I I I I 

841 GAGATCCTGGAGCGGCGCCTGCGTGTGGGCGTGCACAATGGTCTGGGCTTCGTGCAGAGG 900 
281 EILERRLRVGVHNGLGFVQR 300 
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, 1 , , , , 

90 1 CCGCAGGTCGTTGTACTGGTGCCTGAGATGGATGTGGCCTTGACGCGCTCAGCTAGCTTC 9 60 
301 PQVVVLVPEMDVALTRSAS F 320 

, , , , , , 

961 AGCAGGAAAGTGGTCTCCTCTTCCAAGACCAGCTCCGGGAGCCAAGCTCTGGTTTTGAGA 1020 
321 SRKVVSSSKTSSGSQALVLR 340 

, , , , , , 

1021 AGCCGCCTCCGCCTCCCAGAGATGGTCGGCCACCCTGCATTTGCGGTCATCTTCCAGCTG 1080 
341 SRLRLPEMVGHPAFAVI F Q L 360 

, , | | | | 

1081 GAGTACGTGTTCAGCAGCCCTGCAGGAGTGGACGGCAATGCAGCTTCGGTCACCTCTCTG 1140 
361 EYVFSS PAGVDGNAASVTSL 380 

, , | | | | 

1141 TCCAACCTGGCATGCATGCACATGGTCCGCTGGGCTGTTTGGAACCCCTTGCTGGAAGCT 1200 
381 SNLACMHMVRWAVWNPLLEA 400 

| | | | | , 

1201 GATTCTGGAAGGGTGACCCTGCCTCTGCAGGGTGGGATCCAGCCCAACCCCTCGCACTGT 1260 
401 DSGRVTLPLQGGIQPNPSHC 420 

, , , , , , 

12 61 CTGGTCTACAAGGTACCCTCAGCCAGCATGAGCTCTGAAGAGGTGAAGCAGGTGGAGTCG 1320 
421 LVYKVPSASMSSEEVKQVES 440 

| | I | | | 

1321 GGTACACTCCGGTTCCAGTTCTCGCTGGGCTCAGAAGAACACCTGGATGCACCCACGGAG 1380 
441 GTLRFQFSLGSEEHLDAPTE 460 

, | , , ! ( 

1381 CCTGTC AGTGGCCCCAAAGTGGAGCGGCGGCCTTCC AGGAAACCACCCACGTCCCCTTCG 14 4 0 
461 PVSGPKVERRPSRKPPTS PS 480 

, , , , , j 

1441 AGCCCGCCAGCGCCAGTACCTCGAGTTCTCGCTGCCCCGCAGAACTCACCTGTGGGACCA 1500 
481 SPPAPVPRVLAAPQNSPVGP 500 

| j | | j | 

1501 GGGTTGTCAATTTCCCAGCTGGCGGCCTCCCCGCGGTCCCCGACTCAGCACTGCTTGGCC 1560 
501 GLSISQLAASPRSPTQHCLA 520 

, | | | J | 

1561 AGGCCTACTTCACAGCTACCCCATGGCTCTCAGGCCTCCCCGGCCCAGGCACAGGAGTTC 1 620 
521 RPTSQLPHGSQASPAQAQEF 540 

, , , , , , 

1621 CCGTTGGAGGCCGGTATCTCCCACCTGGAAGCCGACCTGAGCCAGACCTCCCTGGTCCTG 1680 
541 PLEAGI SHLEADLSQTSLVL 560 

, | | | | | 

1681 GAAACATCCATTGCCGAACAGTTAC AGGAGCTGCCGTTCACGCCTTTGCATGCCCCTATT 17 4 0 
561 ETSIAEQLQELPFTPLHAPI 580 

| , , , , ( 

1741 GTTGTGGGAACCCAGACCAGGAGCTCTGCAGGGCAGCCCTCGAGAGCCTCCATGGTGCTC 1800 
581 VVGTQTRS SAGQPSRASMVL 600 

I | | j | , 

1801 CTGC AGTCCTCCGGCTTTCCCGAGATTCTGGATGCC AATAAAC AGCC AGCCGAGGCTGTC 1860 
601 LQSSGFPEILDANKQPAEAV 620 

| , j | | , 

18 61 AGCGCTACAGAACCTGTGACGTTTAACCCTCAGAAGGAAGAATCAGATTGTCTACAAAGC 1920 
621 SATEPVTFNPQKEESDCLQS 640 

, , , , j | 

1921 AACGAGATGGTGCTACAGTTTCTTGCCTTTAGCAGAGTGGCCCAGGACTGCCGAGGAACA 1980 
641 NEMVLQFLAFSRVAQDCRGT 660 



Exon 9 



Exon 10 



Exon 1 1 



Exon 12 



Exon 13 



Exon 14 



Exon 15 



Exon 16 



Exon 18 



1 , 1 | 1 1 

1981 T C A T GGC C AAAG AC T G T G T AT T T C AC C T TC C AG X T C T AC C GC TTC C C AC C C GC AAC G AC G 204 0 
661 SWPKTVYFTFQFYRFPPATT 680 

I | , I—-- | | 

2041 CCACGACTGCAGCTGGTCCAGCTGGATGAGGCCGGCCAGCCCAGCTCTGGCGCCCTGACC 2100 
681 PRLQLVQLDEAGQPSSGALT 700 

j , | | | | 

2101 CACATCCTCGTGCCTGTGAGCAGAGATGGCACCTTTGATGCTGGGTCTCCTGGCTTCCAG 2160 
701 HILVPVSRDGTFDAGSPGFQ 720 

, | | | | | 

2161 CTGAGGTACATGGTGGGCCCTGGGTTCCTGAAGCCAGGTGAGCGGCGCTGCTTTGCCCGC 2220 I 
721 LRYMVGPGFLKPGERRCFAR 740 Ex0n 17 

| | | | | | 

2221 T ACCTGGCCGTGC AG ACCCTGC AGATTG ACGTCTGGGACGG AG ACTCCCTGCTGCTCATC 2280 
741 YLAVQTLQIDVWDGDSLLLI 760 

I | | | | , 

2281 GGATCTGCTGCCGTCCAGATGAAGCATCTCCTCCGCCAAGGCCGGCCGGCTGTGCAGGCC 2340 
761 GSAAVQMKHLLRQGRPAVQA 780 

-—I | | | | , 

2 341 TCCCAuGAGCTTGAGGTCGTGGCAACTGAATACGAGCAGGACAACATGGTGGTGAGTGGA 24 00 
781 SHELEVVATEYEQDNMVVSG 800 

, , , , , j 

2401 GACATGCTGGGGTTTGGCCGCGTCAAGCCCATCGGCGTCCACTCGGTGGTGAAGGGCCGG 24 60 
801 DMLGFGRVKPIGVHSVVKGR 820 

j , | | | , 

24 61 CTGCACCTGACTTTGGCCAACGTGGGTCACCCGTGTGAACAGAAAGTGAGAGGTTGTAGC 2520 
821 LHLTLANVGHPCEQKVRGCS 840 

I | | | | , 

2521 ACATTGCCACCGTCCAGATCTCGGGTCATCTCAAACGATGGAGCCAGCCGCTTCTCTGGA 2580 
841 TLPPSRSRVI SNDGASRFSG 860 

j | | | | | 

2581 GGCAGCCTCCTCACGACTGGAAGCTCAAGGCGAAAACACGTGGTGCAAGCACAGAAGCTG 2640 
861 GSLLTTGSSRRKHVVQAQKL 880 

, | , , | , 

2 641 GCGGACGTGGACAGTGAGCTGGCTGCCATGCTACTGACCCATGCCCGGCAGGGCAAGGGG 2700 
881 ADVDSELAAMLLTHARQGKG 900 

| , , , , , 

2701 CCCCAGGACGTCAGCCGCGAGTCGGATGCCACCCGCAGGCGTAAGCTGGAGCGGATGAGG 27 60 
901 PQDVSRESDATRRRKLERMR 920 

| | | | | , 

27 61 TCTGTGCGCCTGCAGGAGGCCGGGGGAGACTTGGGCCGGCGCGGGACGAGCGTGTTGGCG 2820 
921 SVRLQEAGGDLGRRGTSVLA 940 

, , , , , j 

2821 CAGCAGAGCGTCCGCACACAGCACTTGCGGGACCTACAGGTCATCGCCGCCTACCGGGAA 2880 I 
941 QQSVRTQHLRDLQVIAAYRE 960 Exon21 

j | | | | , 5 

2881 CGC ACGAAGGCCGAGAGC ATCGCC AGCCTGCTGAGCCTGGCCATC ACC ACGGAGCACACG 294 0 
961 RTKAES IASLLSLAITTEHT 980 

| | I | | | 

2941 CTCCACGCCACGCTGGGGGTCGCCGAGTTCTTTGAGTTTGTGCTTAAGAACCCCCACAAC 3000 
981LHATLGVAEFFEFVLKNPHN 1000 

, | | , | | 

3001 ACACAGCACACGGTGACTGTGGAGATCGACAACCCCGAGCTCAGCGTCATCGTGGACAGT 3060 
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1001 TQHTVTVEI DNPELSVIVDS 1020 



| | | j j | 

30 61 CAGGAGTGGAGGGACTTCA7\GGGTCXTGCTGGCCTGCACACACCGGTC7GAGGAGGACa\TG 3120 
1021 QEWRDFKGAAGLHTPVEEDM 1040 

, , , , , , 

3121 TTCCACCTGCGTGGCAGCCTGGCCCCCCAGCTCTACCTGCGCCCCCACGAGACCGCCCAC 3180 
1041 FHLRGSLAPQLYLRPHETAH 1060 

| | | | | | 

3181 GTCCCCTTCAAGTTCCAGAGCTTCTCTGCAGGGCAGCTGGCCATGGTGCAGGCCTCTCCT 32 4 0 
1061 VPFKFQS FSAGQLAMVQAS P 1080 

, | , , [ | 

324 1 GGGTTGAGCAACGAGAAGGGCATGGACGCCGTGTCACCTTGGAAGTCCAGCGCAGTGCCC 3 300 
1081 GLSNEKGMDAVSPWKSSAVP 1100 

| | | | | | 

3301 ACTAAACACGCCAAGGTCTTGTTCCGAGCGAGTGGTGGCAAGCCCATCGCCGTGCTCTGC 3360 
1101 TKHAKVLFRASGGKPIAVLC 1120 

I , , , ! , 

3361 CTGACTGTGGAGCTGCAGCCCCACGTGGTGGACCAGGTCTTCCGCTTCTATCACCCGGAG 3420 
1121 LTVELQPHVVDQVFRFYHPE 1140 

| | | | | j 

3421 CTCTCCTTCCTGAAGAAGGCCATCCGCCTGCCGCCCTGGCACACATTTCCAGGTGCTCCG 3480 
1141 LSFLKKAI RLPPWHTFPGAP 1160 

| | | , , , 

34 81 GTGGGAATGCTTGGTGAGGACCCCCCAGTCCATGTTCGCTGCAGCGACCCGAACGTCATC 354 0 
1161 VGMLGEDPPVHVRCSDPNVI 1180 

| 1 | | | | 

3541 TGTGAGACCCAGAATGTGGGCCCCGGGGAACCACGGGACATATTTCTGAAGGTGGCCAGT 3 600 
1181 CETQNVGPGEPRDI FLKVAS 1200 

| , , , , , 

3 601 GGTCCAAGCCCGGAGATCAAAGACTTCTTTGTCATCATTTACTCGGATCGCTGGCTGGCG 3660 
1201 GPSPEIKDFFVIIYSDRWLA 1220 

j , | | | | 

3 661 ACACCCACACAGACGTGGCAGGTCTACCTCCACTCCCTGCAGCGCGTGGATGTCTCCTGC 3720 
1221 TPTQTWQVYLHSLQRVDVSC 1240 

, , | , , , 

3721 GTCGCAGGCCAGCTGACCCGCCTGTCCCTTGTCCTTCGGGGGACACAGACAGTGAGGAAA 3780 
1241 VAGQLTRLSLVLRGTQTVRK 1260 

| j | , | | 

3781 GTGAGAGCTTTCACCTCTC ATCCCCAGGAGCTGAAGAC AGACCCCAAAGGTGTCTTCGTG 38 40 
1261 VRAFTSH PQELKTDPKGVFV 1280 

I | j , , , 

38 41 CTGCCGCCTCGTGGGGTGCAGGACCTGCATGTTGGCGTGAGGCCCCTTAGGGCCGGCAGC 3900 
1281 LPPRGVQDLHVGVRPLRAGS 1300 

| | | | | , 

3901 CGCTTTGTCCATCTCAACCTGGTGGACGTGGATTGCC ACCAGCTGGTGGCCTCCTGGCTC 3960 
1301 RFVHLNLVDVDCHQLVASWL 1320 

, j | | | | 

3 961 GTGTGCCTCTGCTGCCGCCAGCCGCTCATCTCCAAGGCCTTTGAGATCATGTTGGCTGCG 4 020 
1321 VCLCCRQPLI SKAFEIMLAA 1340 

j , | | | , 

4 021 GGCGAAGGGAAGGGTGTC AACAAGAGGATC ACCT AC ACC AACCCCT ACCCCTCCCGGAGG 4080 
1341 GEGKGVNKRITYTNPYPSRR 1360 
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4 081 ACATTCCACCTGCACAGCGACC ACCCGGAGCTGCTGCGGTTC AGAGAGGACTCCTTCCAG 414 0 
1361 TFHLHSDHPELLRFREDSFQ 1380 



, , | | , | 

4141 GTCGGGGGTGGAGAGACCTACACCATCGGCTTGCAGTTTGCGCCTAGTCAGAGAGTGGGT 4200 

1381 VGGGETYTIGLQFAPSQRVG 1400 

| , , | | | 

4201 GAGGAGGAGATCCTGATCTACATCAJvTGACCATGAGGACAAAAACGAAGAGGCATTTTGC 4 2 60 

1401 EEEILIYINDHEDKNEEAFC 1420 



Exon 30 



1 

4 2 61 GTGAAGGTC ATCTACC AGTGA 4 2 81 
1421 V K V I Y Q * 1426 



GGGCTTGAGGGTGACGTCCTTCCTGCGGCACCCAGCTGGGGCCTGTCTGTGCCCCTCCTG 
CCCTGCAGGCTGTCCTCCCCGCCTCTCTGCAGCCTTTCACTTCAGTGCCCACCTGGCTGA 
CCTGTGCACTTGGCTGAGGAAGCAGAGACCGAGCGCTGGTCATTTTGTAGTACCTGCATC 
CAGCTTAGCTGCTGCTGACACCCAGCAGGCCTGGGTTCCGTGAGCGCGAACTCCGTGGTG 
GTGGGTCTGGCTCTGGTGCTGCCATCTACGCATGTGGGACCCTCGTTATCGCTGTTGCTC 
AAAATGTATTTTATGAATCATCCTAAATGAGAAAATTATGTTTTTCTTACTGGATTTTGT 
ACAAACATAATCTATTATTTGCTATGCAATATTTTATGCTGGTATTATATCTGTTTTTTA 
A AT T GT T G A AC AAA AT ACT AA A C ? ? ? T 
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Figure 6 



GACGCGAGGCGGGTTCTTGGACTGAGTGTGCGGCGCGGTGCGCCGCCTTCCGAGGCTCC 
TCCCGCGGGTGGCAGCGGACGGGGCGCGCCCCTCGGCCAGTCCTCGGTCCTCAGGCTTG 
TGGCTCCGTTGAGCACCGGCCGCCGGGCCTCTGGGTCCGTCGAGTGGAGACTCTCTGAA 
AAGCGTGGGCTCCGTGGCCTCCGGCGCGGCCGCGGCGGGTCGGTCTCCTAGATCATCCG 

GGAAGCCCACGGGACCCTCAGGCGGGCAGG 

| | | , | | 

1 ATGAACGACTGGCACAGGATCTTCACCCAAAACGTGCTTGTCCCTCCCCACCCACAGAGA 60 
1MNDWHRI FTQNVLVP PHPQR 20 

| | | | | | 

61 GCGCGCC A G C C T T G G AA G G A A T C C AC GGC ATTCC AGTGTGTCCT C AA G TGGC TGG ACG G A 120 
21ARQ PWKESTAFQCVLKWLDG 40 

| | ) | | | 

121 CCGGTAATTAGGCAGGGCGTGCTGGAGGTACTGTCAGAGGTTGAATGCCATCTGCGAGTG 180 
41PVI RQGVLEVLSEVECHLRV 60 

| | | | | | 

181 TCTTTCTTTGATGTCACCTACCGGCACTTCTTTGGGAGGACGTGGAAAACCACAGTGAAG 24 0 
61SFFDVTYRHFFGRTWKTTVK 80 

| | | , | | 

241 CCGACGAAGAGACCGCCGTCCAGGATCGTCTTTAATGAGCCCTTGTATTTTCACACATCC 300 
81PTKRPPSRIVFNE PLYFHTS 100 

| | | | | | 

301 CTAAACCACCCTCATATCGTGGCTGTGGTGGAAGTGGTCGCTGAGGGCAAGAAACGGGAT 360 
101 LNHPH IVAVVEVVAEGKKRD 120 

| | | | | | 

361 GGGAGCCTCCAGACATTGTCCTGTGGGTTTGGAATTCTTCGGATCTTCAGCAACCAGCCG 420 
121 GSLQTLSCGFGILRI FSNQP 140 

| | | | | , 

421 GACTCTCCT ATCTCTGCTTCCCAGGAC AAAAGGTTGCGGCTGTACCATGGCACCCCCAGA 4 80 
141 DSPISASQDKRLRLYHGTPR 160 

| ____| j | j | 

4 81 GCCCTCCTGCACCCGCTTCTCCAGGACCCCGCAGAGCAAAACAGACACATGACCCTCATT 54 0 
161 ALLHPLLQDPAEQNRHMTLI 180 

| | | | | | 

541 GAGAACTGCAGCCTGCAGTACACGCTGAAGCCACACCCGGCCCTGGAGCCTGCGTTCCAC 600 
181 ENCSLQYTLKPHPALEPAFH 200 

| | | | | | 

601 CTTCTTCCTGAGAACCTTCTGGTGTCTGGTCTGC AGCAGATACCTGGCCTGCTTCCAGCT 660 
201 LLPENLLVSGLQQI PGLLPA 220 

| | | | | | 

661 CATGGAGAATCCGGCGACGCTCTCCGAAAGCCTCGCCTCCAGAAGCCCATCACGGGGCAC 720 
221 HGESGDALRKPRLQKPI TGH 240 

| | | | | | 

721 TTGGATG ACTTATTCTTCACCCTGTACCCCTCCCTGGAGAAGTTTGAGG AAGAGCTGCTG 780 
241 LDDLFFTLYPSLEKFEEELL 260 

| | | | | | 

781 GAGCTCCACGTCCAGGACCACTTCCAGGAGGGATGTGGCCCACTGGACGGTGGTGCCCTG 84 0 
261 ELHVQDHFQEGCGPLDGGAL 280 

| | , | | | 

841 GAGATCCTGGAGCGGCGCCTGCGTGTGGGCGTGCACAATGGTCTGGGCTTCGTGCAGAGG 900 
281 EILERRLRVGVHNGLGFVQR 300 

| | | | | | 



Exon 1 



Exon 2 



Exon 3 



Exon 4 



Exon 5 



Exon 6 



Exon 7 



Exon 8 



901 CCGCAGGTCGTTGTACTGGTGCCTGAGATGGATGTGGCCTTGACGCGCTCAGCTAGCTTC 960 
301 PQVVVLV PEMDVALTRSAS F 320 



j , | , | | 

961 AGCAGGAAAGTGGTCTCCTCTTCCAAGACCAGCTCCGGGAGCCAAGCTCTGGTTTTGAGA 1020 
321 SRKVVSSSKTSSGSQALVLR 340 

I | | j | | 

1021 AGCCGCCTCCGCCTCCCAGAGATGGTCGGCCACCCTGCATTTGCGGTCATCTTCCAGCTG 1080 
341 SRLRLPEMVGHPAFAVI FQL 360 

, j , j | | 

1081 GAGTACGTGTTCAGCAGCCCTGCAGGAGTGGACGGCAATGCAGCTTCGGTCACCTCTCTG 1140 
361 EYVFSSPAGVDGNAASVTSL 380 

I j | , j | 

1141 TCCAACCTGGCATGCATGCACATGGTCCGCTGGGCTGTTTGGAACCCCTTGCTGGAAGCT 1200 
381 SNLACMHMVRWAVWNPLLEA 400 

| | | | | | 

1201 GATTCTGGAAGGGTGACCCTGCCTCTGCAGGGTGGGATCCAGCCCAACCCCTCGCACTGT 12 60 
401 DSGRVTLPLQGGIQPN PSHC 420 

j , | | | j 

12 61 CTGGTCTACAAGGTACCCTCAGCCAGC ATGAGCTCTGAAGAGGTGAAGCAGGTGGAGTCG 1320 
421 LVYKVPSASMSSEEVKQVES 440 

j | | j | | 

1321 GGTAC ACTCCGGTTCCAGTTCTCGCTGGGCTCAGAAGAACACCTGGATGCACCCACGGAG 1380 
441 GTLRFQFSLGSEEHLDAPTE 460 

, | | | | i 

1381 CCTGTCAGTGGCCCCAAAGTGGAGCGGCGGCCTTCCAGGAAACCACCCACGTCCCCTTCG 14 40 
461 PVSGPKVERRPSRKPPTSPS 480 

| | | , j | 

1441 AGCCCGCCAGCGCCAGTACCTCGAGTTCTCGCTGCCCCGCAGAACTCACCTGTGGGACCA 1500 
481 SPPAPVPRVLAAPQNSPVGP 500 

| | , | | | 

1501 GGGTTGTCAATTTCCCAGCTGGCGGCCTCCCCGCGGTCCCCGACTCAGCACTGCTTGGCC 1560 
501 GLSISQLAASPRSPTQHCLA 520 

j , , | | | 

1561 AGGCCTACTTCACAGCTACCCCATGGCTCTCAGGCCTCCCCGGCCCAGGCACAGGAGTTC 1620 
521 RPTSQLPHGSQASPAQAQEF 540 

| | j | | | 

1621 CCGTTGGAGGCCGGTATCTCCCACCTGGAAGCCGACCTGAGCCAGACCTCCCTGGTCCTG 1680 
541 PLEAGI SHLEADLSQTSLVL 560 

, , , , ( , 

1681 GAAACATCCATTGCCGAACAGTTACAGGAGCTGCCGTTCACGCCTTTGCATGCCCCTATT 1740 
561 ETSIAEQLQELPFTPLHAPI 580 

, | | , , | 

1741 GTTGTGGGAACCCAGACCAGGAGCTCTGCAGGGCAGCCCTCGAGAGCCTCCATGGTGCTC 1800 
581 VVGTQTRSSAGQPSRASMVL 600 

| , | | _ , | 

1801 CTGCAGTCCTCCGGCTTTCCCGAGATTCTGGATGCCAATAAACAGCCAGCCGAGGCTGTC 18 60 
601 LQSSGFPEI LDANKQPAEAV 620 

I , | | , | 

18 61 AGCGCTACAGAACCTGTGACGTTTAACCCTCAGAAGGAAGAATCAGATTGTCTACAAAGC 1920 
621 SATEPVTFNPQKEESDCLQS 640 

j J | | | | 

1921 AACGAGATGGTGCTACAGTTTCTTGCCTTTAGCAGAGTGGCCC AGGACTGCCGAGGAACA 1980 
641 NEMVLQFLAFSRVAQDCRGT 660 
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Exon 10 



Exon 1 1 



Exon 12 



Exon 13 



Exon 1 4 



Exon 15 



Exon 16 



1 1 1 1 1 1 

1981 TCftTGGCCAAAGACTGTGTATTTCACCTTCCAGTTCTACCGCTTCCCACCCGC^CGACG 2040 
661 SWPKTVY FTFQFYRFPPATT 680 

, | | , , , 

2041 CCACGACTGCAGCTGGTCCAGCTGGATGAGGCCGGCCAGCCCAGCTCTGGCGCCCTGACC 2100 
681 PRLQLVQLDEAGQPSSGALT 700 

I , | | , | 

2101 CACATCCTCGTGCCTGTGAGCAGAGATGGCACCTTTGATGCTGGGTCTCCTGGCTTCCAG 2160 
701 HILVPVSRDGTFDAGSPGFQ 720 

, | | | | | 

2161 CTGAGGTACATGGTGGGCCCTGGGTTCCTGAAGCC AGGTGAGCGGCGCTGCTTTGCCCGC 222 0 
721 LRYMVGPGFLKPGERRCFAR 740 

| 1-- | | 1 1 

2221 TACCTGGCCGTGCAGACCCTGCAGATTGACGTCTGGGACGGAGACTCCCTGCTGCTCATC 2 280 
741 YLAVQTLQI DVWDGDSLLLI 760 

1 1 , | I--F31C2335T 

2281 GGATCTGCTGCCGTCCAGATGAAGCATCTCCTCCGCCAAGGCCGGCCGGCTGTGTAG 2340 

761 GSAAVQMKHLLRQGRPAVX - 780 



Exon 17 



Exon 18 



Figure 7 



GACGCGAGGCGGGTTCTTGGACTGAGTGTGCGGCGCGGTGCGCCGCCTTCCGAGGCTCC 
TCCCGCGGGTGGCAGCGGACGGGGCGCGCCCCTCGGCCAGTCCTCGGTCCTCAGGCTTG 
TGGCTCCGTTGAGCACCGGCCGCCGGGCCTCTGGGTCCGTCGAGTGGAGACTCTCTGAA 
AAGCGTGGGCTCCGTGGCCTCCGGCGCGGCCGCGGCGGGTCGGTCTCCTAGATCATCCG 

GGAAGCCCACGGGACCCTCAGGCGGGCAGG 

| | | | | | 

1 ATGAACG AC TGGC AC AGG ATCT TC ACCCAAAAC GTGC TTGTCC' - TCCC C ACCC AC AGAGA 6 0 
1MNDWHR I FTQNVLVP PH PQR 20 

| | | | | | 

61 GCGCGCCAGCCTTGGAAGGAATCCACGGCATTCCAGTGTGTCCTCAAGTGGCTGGACGGA 12 0 
21ARQPWKESTAFQCVLKWLDG 40 

| | | | | , 

121 CCGGTAATTAGGC AGGGCGTGCTGGAGGTACTGTCAGAGGTTGAATGCCATCTGCGAGTG 180 
41PVI RQGVLEVLSEVECHLRV 60 

— " ""I I"" I" — I- I I 

181 TCTTTCTTTGATGTCACCTACCGGCACTTCTTTGGGAGG ACGTGGAAAACCACAGTGAAG 24 0 
61 S FFDVTYRHFFGRTWKTTVK 80 

| | | | | | 

241 CCGACGAAGAGACCGCCGTCCAGGATCGTCTTTAATGAGCCCTTGTATTTTCACACATCC 300 
81PTKRPPSRIVFNEPLYFHTS 100 

| | | | | | 

301 CTAAACCACCCTCATATCGTGGCTGTGGTGGAAGTGGTCGCTGAGGGCAAGAAACGGGAT 360 
101 LNHPHIVAVVEVVAEGKKRD 120 

| | | | | | 

361 GGGAGCCTCCAGACATTGTCCTGTGGGTTTGGAATTCTTCGGA7CTTCAGCAACCAGCCG 4 20 
121 GSLQTLSCGFGILRI FSNQP 140 

| | | | | | 

421 GACTCTCCTATCTCTGCTTCCCAGGACAAAAGGTTGCGGCTGTACCATGGCACCCCCAGA 480 
141 DSPI SASQDKRLRLYHGTPR 160 

| | | | | | 

4 81 GCCCTCCTGCACCCGCTTCTCC7VG<3ACCCCGCAGAGCAAAACAGACACATGACCCTCATT 54 0 
161 ALLHPLLQDPAEQNRHMTLI 180 

I I I i I I 

541 GAGAACTGCAGCCTGCAGTACACGCTGAAGCCACACCCGGCCCTGGAGCCTGCGTTCCAC 600 
181 ENCSLQYTLKPHPALEPAFH 200 

| | | | | | 

601 CTTCTTCCTGAGAACCTTCTGGTGTCTGGTCTGCAGCAGATACCTGGCCTGCTTCCAGCT 660 
201 LLPENLLVSGLQQI PGLLPA 220 

| | | ____| | | 

661 C ATGG AG AATCCGGCGACGCTCTCCGAAAGCCTCGCCTCCAGAAGCCCATCACGGGGCAC 720 
221 HGESGDALRKPRLQKPITGH 240 

I ""I I-" --I i I 

721 TTGG ATG ACTT ATTCTTCACC CTG T ACCCCTC C CTGG AG AAGTTTG AGG AAG AGCTG CTG 7 80 
241 LDDLFFTLYPSLEKFEEELL 260 

| | | | | | 

781 GAGCTCCACGTCCAGGACCACTTCCAGGAGGGATGTGGCCCACTGGACGGTGGTGCCCTG 84 0 
261 ELHVQDHFQEGCGPLDGGAL 280 

— I I i I I I 

841 GAGATCCTGGAGCGGCGCCTGCGTGTGGGCGTGCACAATGGTCTGGGCTTCGTGCAGAGG 900 
281 EI LERRLRVGVHNGLGFVQR 300 
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Exon 



Exon 3 



Exon 4 



Exon 5 



Exon 6 



Exon 7 



Exon 8 



I , , , , , 

901 CCGCAGGTCGTTGTACTGGTGCCTGAGATGGATGTGGCCTTGACGCGCTCAGCTAGCTTC 960 
301 PQVVVLVPEMDVALTRSASF 320 

, , , , , , 

9 61 AGCAGGAAAGTGGTCTCCTCTTCCAAGACCAGCTCCGGGAGCCAAGCTCTGGTTTTGAGA 1020 
321 SRKVVSSSKTSSGSQALVLR 340 

, , , , , , 

1021 AGCCGCCTCCGCCTCCC AGAGATGGTCGGCC ACCCTGCATTTGCGGTC ATCTTCCAGCTG 1080 
341 SRLRLPEMVGHPAFAVI FQL 360 

| | | | | | 

1081 GAGTACGTGTTC AGCAGCCCTGCAGGAGTGGACGGCAATGCAGCTTCGGTCACCTCTCTG 114 0 
361 EYVFSS PAGVDGNAASVTSL 380 

( | | | | | 

1141 TCCAACCTGGCATGCATGCACATGGTCCGCTGGGCTGTTTGGAACCCCTTGCTGGAAGCT 1200 
381 SNLACMHMVRWAVWN PLLEA 400 

, | | | | | 

1201 GATTCTGGAAGGGTGACCCTGCCTCTGCAGGGTGGGATCCAGCCCAACCCCTCGCACTGT 12 60 
401 DSGRVTLPLQGGIQPNPSHC 420 

I | , , . , , 

1261 CTGGTCTACAAGGTACCCTCAGCCAGCATGAGCTCTGAAGAGGTGAAGCAGGTGGAGTCG 1320 
421 LVYKVPSASMSSEEVKQVES 440 

I | | | | , 

1321 GGT AC ACTCCGGTTCC AGTTCTCGCTGGGCTCAGAAGAAC ACCTGGATGC ACCC ACGG AG 1380 
441 GTLRFQFSLGSEEHLDAPTE 460 

, j | | | , 

1381 CCTGTCAGTGGCCCC AAAGTGGAGCGGCGGCCTTCCAGGAAACCACCCACGTCCCCTTCG 14 40 
461 PVSGPKVERRPSRKPPTSPS 480 

I | | | | j 

14 41 AGCCCGCCAGCGCC AGTACCTCGAGTTCTCGCTGCCCCGCAGAACTCACCTGTGGGACCA 1500 
481 SPPAPVPRVLAAPQNSPVGP 500 

, , , , , , 

1501 GGGTTGTC AATTTCCC AGCTGGCGGCCTCCCCGCGGTCCCCGACTCAGCACTGCTTGGCC 1560 
501 GLSI SQLAASPRSPTQHCLA 520 

j | , | | , 

1561 AGGCCTACTTC ACAGCTACCCCATGGCTCTCAGGCCTCCCCGGCCCAGGCACAGGAGTTC 1620 
521 RPTSQLPHGSQASPAQAQEF 540 

I | , , ] , 

1621 CCGTTGGAGGCCGGTATCTCCCACCTGGAAGCCGACCTGAGCCAGACCTCCCTGGTCCTG 1680 
541 PLEAGISHLEADLSQTSLVL 560 

, | | | | | 

1681 GAAACATCCATTGCCGAACAGTTACAGGAGCTGCCGTTCACGCCTTTGCATGCCCCTATT 1740 
561 ETSIAEQLQELPFTPLHAPI 580 

| | , , j , 

1741 GTTGTGGGAACCCAGACCAGGAGCTCTGCAGGGCAGCCCTCGAGAGCCTCCATGGTGCTC 1800 
581 VVGTQTRSSAGQPSRASMVL 600 

| | | | | | 

1801 CTGC AGTCCTCCGGCTTTCCCGAGATTCTGG ATGCCAAT AAAC AGCCAGCCGAGGCTGTC 18 60 
601 LQSSGFPEI LDANKQPAEAV 620 

, , , , , , 

18 61 AGCGCTACAGAACCTGTGACGTTTAACCCTCAGAAGGAAGAATCAGATTGTCTACAAAGC 1920 
621 SATEPVTFNPQKEESDCLQS 640 

, | | | | | 

1921 AACGAGATGGTGCTACAGTTTCTTGCCTTTAGCAGAGTGGCCCAGGACTGCCGAGGAACA 1980 
641 NEMVLQFLAFS RVAQDCRGT 660 
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Exon 10 



Exon 1 1 



Exon 12 



Exon 13 



Exon 14 



Exon 15 



Exon 16 



1 1 1 1 1 1 

1981 TC ATG G C C A AAG AC T G T GT ATT T C AC C T T C C AG IT C T AC C GC TT C C C AC C C G C AAC G AC G 204 0 
661 SWPKTVYFTFQFYRFPPATT 680 

, , | | [ | 

2041 CCaCGACTGC^GCTGGTCCAGCTGGATGAGGCCGGCCAGCCCAGCTCTGGCGCCCTGACC 2100 
681 PRLQLVQLDEAGQPSSGALT 700 

| | | , | , 

2101 CACATCCTCGTGCCTGTGAGCAGAGATGGCACCTTTGATGCTGGGTCTCCTGGCTTCCAG 2160 
701 HI LVPVSRDGTFDAGSPGFQ 720 



, | | , , , 

2161 CTGAGGTACATGGTGGGCCCTGGGTTCCTGAAGCCAGGTGAGCGGCGCTGCTTTGCCCGC 2220 
721 LRYMVGPGFLKPGERRCFAR 740 



Exon 17 



j ( | F24 i G22 60A | | 

2221 TACCTGGCCGTGCAGACCCTGC AGATTGACGTCTGGGACAGAGACTCCCTGCTGCTCATC 22 80 
74lYLAVQTLQIDVWDF<DSLLLI 7 60 



, , , | | | 

2281 GGATCTGCTGCCGTCCAGATGAAGCATCTCCTCCGCCAAGGCCGGCCGGCTGTGCAGGCC 234 0 
761 GSAAVQMKHLLRQGRPAVQA 780 

| | , , , , 

2341 TCCCACGAGCTTGAGGTCGTGGCAACTGAATACGAGCAGGACAAC ATGGTGGTGAGTGGA 24 00 
781 SHELEVVATEYEQDNMVVSG 800 



Exon 18 



! j 1 , , , 

2 401 GACATGCTGGGGTTTGGCCGCGTCAAGCCCATCGGCGTCCACTCGGTGGTGAAGGGCCGG 24 60 
801 DMLGFGRVKPIGVHSVVKGR 820 



| , | , , | 

24 61 CTGCACCTGACTTTGGCCAACGTGGGTCACCCGTGTGAACAGAAAGTGAGAGGTTGTAGC 2520 

821 LHLTLANVGHPCEQKVRGCS 840 

I | | | | | 

2521 ACATTGCCACCGTCCAGATCTCGGGTCATCTCAAACGATGGAGCCAGCCGCTTCTCTGGA 258 0 

841 TLPPSRSRVISNDGASRFSG 860 



Exon 19 



I 1 , 1 1 1 

2581 GGCAGCCTCCTCACGACTGGAAGCTCAAGGCGAAAACACGTGGTGCAAGCACAGAAGCTG 2 64 0 
861 GSLLTTG SS RRKHVVQAQKL 880 



j | | | | | 

2641 GCGGACGTGGACAGTGAGCTGGCTGCCATGCTACTGACCCATGCCCGGCAGGGCAAGGGG 2700 
881 ADVDSELAAMLLTHARQGKG 900 



Exon 20 



I , 1 1 1 1 

2701 CCCCAGGACGTCAGCCGCGAGTCGGATGCCACCCGCAGGCGTAAGCTGGAGCGGATGAGG 27 60 
901 PQDVSRESDATRRRKLERMR 920 

| j | | | | 

27 61 TCTGTGCGCCTGCAGGAGGCCGGGGGAGACTTGGGCCGGCGCGGGACGAGCGTGTTGGCG 2820 
921 SVRLQEAGGDLGRRGTSVLA 940 



| j | , , , 

2821 C AGC AGAGCGTCCGC ACAC AGCACTTGCGGGACCTACAGGTCATCGCCGCCT ACCGGGAA 28 80 
941 QQSVRTQHLRDLQVIAAYRE 960 



Exon 2 1 



I , | 1 1 1 

2881 CGCACGAAGGCCGAGAGCATCGCCAGCCTGCTGAGCCTGGCCATCACCACGGAGCACACG 294 0 
961 RTKAESIASLLSLAITTEHT 980 



| | , , , , 

2941 CTCCACGCCACGCTGGGGGTCGCCGAGTTCTTTGAGTTTGTGCTTAAGAACCCCCACAAC 3000 
981 LHATLGVAEFFEFVLKN PHN 1000 



, , , , , , 

3001 ACACAGCACACGGTGACTGTGGAGATCGACAACCCCGAGCTCAGCGTCATCGTGGACAGT 3060 



1001 TQHTVTVEIDNPELSVIVDS 



1020 



Exon 23 



Exon 24 



Exon 25 



1 , , , | , Exon 22 

30 61 CAGGAGTGGAGGGACTTC7*AGGGTGCTGCTGGCCTGCACACACCGGTGGAGGAGGACATG 3120 

1021 QEWRDFKGAAGLHTPVEEDM 1040 

I , , , , , 

3121 TTCCACCTGCGTGGCAGCCTGGCCCCCCAGCTCTACCTGCGCCCCCACGAGACCGCCCAC 3180 

1041 FHLRGSLAPQLYLRPHETAH 1060 

I i | | | | 

3181 GTCCCCTTCAAGTTCCAGAGCTTCTCTGCAGGGCAGCTGGCCATGGTGCAGGCCTCTCCT 324 0 

1061 VPFKFQSFSAGQLAMVQASP 1080 

| | | | | | 

3241 GGGTTGAGCAACGAGAAGGGCATGGACGCCGTGTCACCTTGGAAGTCCAGCGCAGTGCCC 3300 

1081 GLSNEKGMDAVS PWKSSAVP 1100 

| | , | | , 

3301 ACTAAACACGCCAAGGTCTTGTTCCGAGCGAGTGGTGGCAAGCCCATCGCCGTGCTCTGC 3360 

1101 TKHAKVLFRASGGKP IAVLC 1120 

I , , , , , 

33 61 CTGACTGTGGAGCTGCAGCCCCACGTGGTGGACCAGGTCTTCCGCTTCTATCACCCGGAG 3420 
1121 LTVELQPHVVDQVFRFYHPE 1140 

| | | | j , 

3421 CTCTCCTTCCTGAAGAAGGCCATCCGCCTGCCGCCCTGGCACACATTTCCAGGTGCTCCG 3480 

1141 LSFLKKAI RLPPWHTFPGAP 1160 

, , , , , , 

34 81 GTGGGAATGCTTGGTGAGGACCCCCCAGTCCATGTTCGCTGC AGCGACCCGAACGTCATC 354 0 
1161 VGMLGEDPPVHVRCSDPNVI 1180 

I j , J , , 

3541 TGTGAGACCCAGAATGTGGGCCCCGGGGAACCACGGGACATATTTCTGAAGGTGGCCAGT 3 600 

1181 CETQNVGPGEPRDI FLKVAS 1200 

, , , , , , 

3601 GGTCCAAGCCCGGAGATCAAAGACTTCTTTGTCATCATTTACTCGGATCGCTGGCTGGCG 3660 

1201 GPSPEIKDFFVI IYSDRWLA 1220 

| | , | | | 

3661 AC ACCCAC AC AGACGTGGC AGGTCTACCTCCACTCCCTGC AGCGCGTGGATGTCTCCTGC 3720 

1221 TPTQTWQVYLHSLQRVDVSC 1240 

, | I | | { 

3721 GTCGCAGGCCAGCTGACCCGCCTGTCCCTTGTCCTTCGGGGGACACAGACAGTGAGGAAA 37 80 

1241 VAGQLTRLSLVLRGTQTVRK 1260 

| , j , , , 

3781 GTGAGAGCTTTCACCTCTCATCCCCAGGAGCTGAAGACAGACCCCAAAGGTGTCTTCGTG 38 4 0 

1261 VRAFTSHPQELKTDPKGVFV 1280 

| | , , , ( 

3841 CTGCCGCCTCGTGGGGTGCAGGACCTGCATGTTGGCGTGAGGCCCCTTAGGGCCGGCAGC 3900 

1281 LPPRGVQDLHVGVRPLRAGS 1300 

, | | j | | 

3901 CGCTTTGTCCATCTCAACCTGGTGGACGTGGATTGCCACCAGCTGGTGGCCTCCTGGCTC 3960 

1301 RFVHLNLVDVDCHQLVASWL 1320 

| , , , , , 

3961 GTGTGCCTCTGCTGCCGCCAGCCGCTCATCTCCAAGGCCTTTGAGATCATGTTGGCTGCG 4020 

1321 VCLCCRQPLI SKAFEIMLAA 1340 

I | | | | , 

4021 GGCGAAGGGAAGGGTGTCAACAAGAGGATCACCTACACCAACCCCTACCCCTCCCGGAGG 4080 Exon 29 

1341 GEGKGVNKRITYTNPYPSRR 1360 



Exon 26 



Exon 27 



Exon 28 



4 081 AC ATTCC ACCTGCACAGCGACC ACCCGGAGCTGCTGCGGTTCAGAGAGGACTCCTTCCAG 4140 
1361 TFHLHSDHPELLRFREDSFQ 1380 



| | | , , | 

4141 GTCGGGGGTGGAGAGACCTACACCATCGGCTTGCAGTTTGCGCCTAGTCAGAGAGTGGGT 4 200 
1381 VGGGETYTIGLQFAPSQRVG 1400 

| | | j | | 

4201 GAGGAGGAGATCCTGATCTACATCAATGACCATGAGGACAAAAACGAAGAGGC ATTTTGC 42 60 
1401 EEEILI YINDHEDKNEEAFC 1420 



Exon 30 



, ,_ 

42 61 GTGAAGGTCATCTACCAGTGA 4281 
1421 V K V I Y Q * 1426 



GGGCTTGAGGGTGACGTCCTTCCTGCGGCACCCAGCTGGGGCCTGTCTGTGCCCCTCCTG 
CCCTGCAGGCTGTCCTCCCCGCCTCTCTGCAGCCTTTCACTTCAGTGCCCACCTGGCTGA 
CCTGTGCACTTGGCTGAGGAAGCAGAGACCGAGCGCTGGTCATTTTGTAGTACCTGCATC 
CAGCTTAGCTGCTGCTGACACCCAGCAGGCCTGGGTTCCGTGAGCGCGAACTCCGTGGTG 
GTGGGTCTGGCTCTGGTGCTGCCATCTACGCATGTGGGACCCTCGTTATCGCTGTTGCTC 
AAAATGTATTTTATGAATCATCCTAAATGAGAAAATTATGTTTTTCTTACTGGATTTTGT 
ACAAACATAATCTATTATTTGCTATGCAATATTTTATGCTGGTATTATATCTGTTTTTTA 
AATTGTTGAACAAAATACTAAACTTTT 



Figure 8 



GACGCGAGGCGGGTTCTTGGACTGAGTGTGCGGCGCGGTGCGCCGCCTTCCGAGGCTCC 
TCCCG CGGGTGG C AG CGG ACGGGG CGCG CC C CTCGG C C AGT CCT CGGT C CT C AGG CTTG 
TGGCTCCGTTGAGCACCGGCCGCCGGGCCTCTGGGTCCGTCGAGTGGAGACTCTCTGAA 
AAGCGTGGGCTCCGTGGCCTCCGGCGCGGCCGCGGCGGGTCGGTCTCCTAGATCATCCG 

GG AAGCCC ACGGG ACCCTC AGGCGGGC AGG 

| | | | | | 

1 ATGAACGACTGGCACAGGATCTTCACCCAAAACGTGCTTGTCCCTCCCCACCCACAGAGA 6 0 
1MNDWHR I FTQNVLVP PHPQR 20 

- - — I | | | | | 

6 1 GCGCGCCAGCCTTGG AAGGAATCCACGGCATTCCAGTGTGTCCTCAAGTGGCTGGACGG A 12 0 
21ARQ PWKESTAFQCVLKWLDG 40 

1 1 1 1 1 

121 CCGGTAATTAGGCAGGGCGTGCTGGAGGTACTGTCAGAGGTTGAATGCCATCTGCGAGTG 180 
41PVI RQGVLEVLSEVECHLRV 60 

| | | | | | 

181 TCTTTCTTTGATGTCACCTACCGGC ACTTCTTTGGGAGGACGTGG AAAACCAC AGTG AAG 24 0 
61SFFDVTYRHFFGRTWKTTVK 80 

| | | | | | 

241 CCGACGAAGAGACCGCCGTCCAGGATCGTCTTTAATGAGCCCTTGTATTTTCACACATCC 30 0 
81PTKRPPSRIVFNEPLYFHTS 100 

| | | | | | 

3 01 CTAAACCACCCTCATATCGTGGCTGTGGTGGAAGTGGTCGCTGAGGGCAAGAAACGGGAT 36 0 
101 LNHPH IVAVVEVVAEGKKRD 120 

| | | | | | 

3 61 GGGAGCCTCCAGACATTGTCCTGTGGGTTTGGAATTCTTCGGATCTTCAGCAACCAGCCG 4 2 0 
121 GSLQTLSCGFGILRI FSNQP 140 

| | | | | | 

4 21 GACTCTCCTATCTCTGCTTCCCAGGACAAAAGGTTGCGGCTGTACCATGGCACCCCCAGA 48 0 
141 DSPISASQDKRLRLYHGTPR 160 

| | | | | | 

4 81 GCCCTCCTGCACCCGCTTCTCCAGGACCCCGCAGAGCAAAACAGACACATGACCCTCATT 540 
161 ALLHPLLQDPAEQNRHMTLI 180 

| | | | I I 

541 GAGAACTGCAGCCTGCAGTACACGCTGAAGCCACACCCGGCCCTGGAGCCTGCGTTCCAC 600 
181 ENCSLQYTLKPHPALEPAFH 200 

| | | | | | 

601 CTTCTTCCTGAGAACCTTCTGGTGTCTGGTCTGCAGCAGATACCTGGCCTGCTTCCAGCT 660 
201 LLPENLLVSGLQQI PGLLPA 220 

| | | | | | 

661 CATGGAGAATCCGGCGACGCTCTCCGAAAGCCTCGCCTCCAGAAGCCCATCACGGGGCAC 720 
221 HGESGDALRKPRLQKPITGH 240 

| | | | | | 

721 TTGGATG ACTT ATTCTTC AC CCTGT ACC C CTC C CTGG AG AAGTTTG AGG AAG AGCTG CTG 780 
241 LDDLFFTLYPSLEKFEEELL 260 

— I I I I I I 

7 81 GAGCTCCACGTCCAGGACCACTTCCAGGAGGGATGTGGCCCACTGGACGGTGGTGCCCTG 840 

261 ELHVQDHFQEGCGPLDGGAL 280 
| | | | | | 
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Exon 6 



Exon 7 



Exon 8 



841 GAGATCCTGGAGCGGCGCCTGCGTGTGGGCGTGCACAATGGTCTGGGCTTCGTGCAGAGG 900 
281 EILERRLRVGVHNGLGFVQR 300 



, , [ | | | 

901 CCGCAGGTCGTTGTACTGGTGCCTGAGATGGATGTGGCCTTGACGCGCTCAGCTAGCTTC 960 
301PQVVVLVPEMDVALTRSASF 320 

, | i 1 , | 

961 AGCAGGAAAGTGGTCTCCTCTTCCAAGACCAGCTCCGGGAGCCAAGCTCTGGTTTTGAGA 1020 
321 SRKVVSSSKTSSGSQALVLR 340 

| | | | , | 

1021 AGCCGCCTCCGCCTCCCAGAGATGGTCGGCCACCCTGCATTTGCGGTCATCTTCCAGCTG 1080 
341 SRLRLPEMVGH PAFAV I FQL 360 

, | , , ( , 

1081 GAGTACGTGTTCAGCAGCCCTGCAGGAGTGGACGGC AATGC AGCTTCGGTC ACCTCTCTG 114 0 
361 EYVFSSPAGVDGNAASVTSL 380 

, 1 j | | | 

1141 TCCAACCTGGCATGCATGCACATGGTCCGCTGGGCTGTTTGGAACCCCTTGCTGGAAGCT 1200 
381 SNLACMHMVRWAVWNPLLEA 400 

j | | | j | 

1201 GATTCTGGAAGGGTGACCCTGCCTCTGCAGGGTGGGATCC AGCCCAACCCCTCGCACTGT 12 60 
401 DSGRVTLPLQGGIQPNPSHC 420 

| j , , , , 

1261 CTGGTCTACAAGGTACCCTCAGCCAGCATGAGCTCTGAAGAGGTGAAGCAGGTGGAGTCG 1320 
421 LVYKVPSASMSSEEVKQVES 440 

I , | | | | 

1321 GGTAC ACTCCGGTTCCAGTTCTCGCTGGGCTCAGAAGAACACCTGGATGCACCCACGGAG 1380 
441 GTLRFQFSLGSEEHLDAPTE 460 

, | | | | | 

1381 CCTGTCAGTGGCCCCAAAGTGGAGCGGCGGCCTTCCAGGAAACCACCCACGTCCCCTTCG 14 4 0 
461 PVSGPKVERRPSRKPPTSPS 480 

| | | | | , 

1441 AGCCCGCCAGCGCCAGTACCTCGAGTTCTCGCTGCCCCGCAGAACTCACCTGTGGGACCA 1500 
481 SPPAPVPRVLAAPQNSPVGP 500 

j j , , j , 

1501 GGGTTGTCAATTTCCCAGCTGGCGGCCTCCCCGCGGTCCCCGACTCAGCACTGCTTGGCC 1560 
501 GLSI SQLAASPRSPTQHCLA 520 

, , , , , , 

1561 AGGCCTACTTCACAGCTACCCCATGGCTCTCAGGCCTCCCCGGCCCAGGCACAGGAGTTC 1620 
521 RPTSQLPHGSQASPAQAQEF 540 

j , , | | | 

1621 CCGTTGGAGGCCGGTATCTCCCACCTGGAAGCCGACCTGAGCCAGACCTCCCTGGTCCTG 1680 
541 PLEAGI SHLEADLSQTSLVL 560 

, , | | | | 

1681 GAAACATCCAT'rGCCGAACAGTTACAGGAGCTGCCGTTCACGCCTTTGCATGCCCCTATT 174 0 
561 ETSIAEQLQELPFTPLHAPI 580 

, | | | | | 

1741 GTTGTGGGAACCC AGACC AGG AGCTCTGCAGGGC AGCCCTCGAGAGCCTCC ATGGTGCTC 1800 
581 VVGTQTRS SAGQPSRASMVL 600 

, ) 1 | | | 

1801 CTGCAGTCCTCCGGCTTTCCCGAGATTCTGGATGCCAATAAACAGCCAGCCGAGGCTGTC 18 60 
601LQSSGFPEILDANKQPAEAV 620 

, , , , , , 

18 61 AGCGCTACAGAACCTGTGACGTTTAACCCTCAGAAGGAAGAATCAGATTGTCTACAAAGC 1920 
621SATEPVTFNPQKEESDCLQS 640 
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1 1 1 1 1 1 

1921 AACGAGATGGTGCTACAGTTTCTTGCCTTTAGCAGAGTGGCCCAGGACTGCCGAGGAACA 1980 
641 NEMVLQFLAFSRVAQDCRGT 660 

, , | | , | 

1981 TCATGGCCAAAGACTGTGTATTTCACCTTCCAGTTCTACCGCTTCCCACCCGCAACGACG 204 0 
661 SWPKTVYFT FQFYRFPPATT 680 

| | | | | ] 

204 1 CCACGACTGCAGCTGGTCCAGCTGGATGAGGCCGGCCAGCCCAGCTCTGGCGCCCTGACC 2100 
681 PRLQLVQLDEAGQPSSGALT 700 

, | , , , , 

2101 CACATCCTCGTGCCTGTGAGCAGAGATGGCACCTTTGATGCTGGGTCTCCTGGCTTCCAG 2160 
701 HI LVPVSRDGTFDAGSPGFQ 720 

, , , , , , 

2161 CTGAGGTACATGGTGGGCCCTGGGTTCCTGAAGCCAGGTGAGCGGCGCTGCTTTGCCCGC 222 0 
721 LRYMVGPGFLKPGERRCFAR 740 

, | | | - | | 

2221 TACCTGGCCGTGCAGACCCTGCAGATTGACGTCTGGGACGGAGACTCCCTGCTGCTCATC 2280 
741 YLAVQTLQI DVWDGDSLLLI 760 

| | , , , , 

22 81 GGATCTGCTGCCGTCCAGATGAAGCATCTCCTCCGCCAAGGCCGGCCGGCTGTGCAGGCC 234 0 
761 GSAAVQMKHLLRQGRPAVQA 780 

, , | | | | 

2341 TCCC ACGAGCTTG AGGTCGTGGCAACTGAAT ACGAGCAGG ACAAC ATGGTGGTGAGTGGA 2400 
781 SHELEVVATEYEQDNMVVSG 800 

I | | | | | 

2 4 01 GACATGCTGGGGTTTGGCCGCGTCAAGCCCATCGGCGTCCACTCGGTGGTGAAGGGCCGG 2 4 60 
801 DMLGFGRVKPIGVHSVVKGR 820 

, , | | 1 | 

24 61 CTGCACCTG7\CTTTGGCCAACGTGGGTCACCCGTGTGAACAGAAAGTGAGAGGTTGTAGC 2520 
821 LHLTLANVGHPCEQKVRGCS 840 

| | | | | | 

2521 ACATTGCC ACCGTCC AG ATCTCGGGTC ATCTC AAACGATGGAGCC AGCCGCTTCTCTGGA 2580 
841 TLPPSRSRVI SNDGASRFSG 860 

, , | | | | 

2581 GGCAGCCTCCTCACGACTGGAAGCTCAAGGCGAAJLACACGTGGTGCAAGCACAGAAGCTG 2 64 0 
861 GSLLTTGS S RRKHVVQAQKL 880 

, , | | | | 

2 641 GCGGACGTGGACAGTGAGCTGGCTGCCATGCTACTGACCCATGCCCGGCAGGGCAAGGGG 2700 
881 ADVDSELAAMLLTHARQGKG 900 

| | | | | | 

2701 CCCCAGGACGTCAGCCGCGAGTCGGATGCCACCCGCAGGCGTAAGCTGGAGCGGATGAGG 27 60 
901 PQDVSRESDATRRRKLERMR 920 

| , | | ( | 

2761 TCTGTGCGCCTGCAGGAGGCCGGGGGAGACTTGGGCCGGCGCGGGACGAGCGTGTTGGCG 2 820 
921 SVRLQEAGGDLGRRGTSVLA 940 

| | | | | j 

2821 CAGCAGAGCGTCCGCACACAGCACTTGCGGGACCTACAGGTCATCGCCGCCTACCGGGAA 2880 
941 QQSVRTQHLRDLQVIAAYRE 960 

, | , , , , 

2881 CGCACGAAGGCCGAGAGCATCGCCAGCCTGCTGAGCCTGGCCATCACCACGGAGCACACG 294 0 
961 RTKAES IASLLSLAITTEHT 980 

| | | | | | 

2941 CTCCACGCCACGCTGGGGGTCGCCGAGTTCTTTGAGTTTGTGCTTAAGAACCCCCACAAC 3000 
981 LHATLGVAEFFEFVLKNPHN 1000 
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, 1 1 1 1 1 

3001 ACACAGCACACGGTGACTGTGGAGATCGACAACCCCGAGCTCAGCGTCATCGTGGACAGT 3060 
1001 TQHTVTVEI DNPELSVIVDS 1020 

| , j , | | 

3061 C AGGAGTGGAGGGACTTCAAGGGT gctgctggcct gcacac accggtggaggaggac AT G 3120 
1021 QEWRDFKGAAGLHTPVEEDM 1040 
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1 1 j , , 1 

3121 TTCCACCTGCGTGGCAGCCTGGCCCCCCAGCTCTACCTGCGCCCCCACGAGACCGCCCAC 3180 
1041 FHLRGSLAPQLYLRPHETAH 1060 



, | j I I I 

3181 GTCCCCTTCAAGTTCCAGAGCTTCTCTGCAGGGCAGCTGGCCATGGTGCAGGCCTCTCCT 3240 
1061 VPFKFQSFSAGQLAMVQASP 1080 



I , F30i3272delT I I 

32 41 GGGTTGAGCAACGAGAAGGGCATGGACGCCGG-TCACCTTGGAAGTCCAGCGCAGTGCCC 3300 
1081 GLSNEKGMDAG R L G £ P A Q C V 1100 
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, 1 1 1 1 ( 

3301 ACTAAACACGCCAAGGTCTTGTTCCGAGCGAGTGGTGGCAAGCCCATCGCCGTGCTCTGC 3360 

1101 L N T F B S C S E R V V A S ? S P C S A 1120 



33 61 CTGA 
1121 X 



-1- 



-I- 



Exon 24 



Figure 9 



GACGCGAGGCGGGTTCTTGGACTGAGTGTGCGGCGCGGTGCGCCGCCTTCCGAGGCTCC 
TCCCGCGGGTGGCAGCGGACGGGGCGCGCCCCTCGGCCAGTCCYCGGTCCTCAGGCTTG 
TGGCTCCG TTG AGC AC CGGC CG C CGGG C CT CTGGG TC CGT CG AGTGG AG ACTCT CTG AA 
AAGCGTGGGCTCCGTGGCCTCCGGCGCGGCCGCGGCGGGTCGGTCTCCTAGATCATCCG 

GGAAGCCCACGGGACCCTCAGGCGGGCAGG 

| | | | | | 

1 ATG A AC G AC T GG C AC AG G AT C T TC AC C C AAAAC GTGCTTGTCCCTCCC C ACC C AC AG AG A 6 0 
1MNDWHR I FTQNVLVPPHPQR 20 

| | | | | | 

6 1 GCGCGCCAGCCTTGGAAGGAATCCACGGCATTCCAGTGTGTCCTCAAGTGGCTGGACGGA 12 0 
21ARQPWKESTAFQCVLKWLDG 40 

| | , | | | 

121 C C GGT AAT T A GGC A GGGCGTGCTGGAGGTACTGTCAGAGGTTGAATGCCATCTGCG AGTG 180 
41PVI RQGVLEVLSEVECHLRV 60 

| | | |— | | 

181 TCTTTCTTTGATGTCACCTACCGGCACTTCTTTGGGAGGACGTGGAAAACCACAGTGAAG 24 0 
61SFFDVTYRHFFGRTWKTTVK 80 

| | | | | | 

241 CCGACGAAGAGACCGCCGTCCAGGATCGTCTTTAATGAGC C C T TGT ATTTT C AC AC AT C C 30 0 
81PTKRPPSRIVFNEPLYFHTS 100 

| , | | | | 

3 01 CTAAACCACCCTCATATCGTGGCTGTGGTGGAAGTGGTCGCTGAGGGCAAGAAACGGGAT 360 
101 LNHPH I VAVVEVVAEGKKRD 120 

| | | | | | 

361 GGGAGCCTCCAGAC ATTGTCCTGTGGGTTTGGAATTCTTCGGATCTTCAGCAACCAGCCG 4 2 0 
121 GSLQTLSCGFGILRIFSNQP 140 

| | | , | | 

421 GACTCTCCTATCTCTGCTTCCCAGGACAAAAGGTTGCGGCTGTACCATGGCACCCCCAGA 4 80 
141 DSPISASQDKRLRLYHGTPR 160 

— " ""I I I I I I 

481 GCCCTCCTGCACCCGCTTCTCCAGGACCCCGCAGAGC AAAAC AGACACATGACCCTCATT 540 
161 ALLHPLLQDPAEQNRHMTLI 180 

| | | | | | 

541 GAGAACTGCAGCCTGCAGTACACGCTGAAGCCACACCCGGCCCTGGAGCCTGCGTTCCAC 600 
181 ENCSLQYTLKPHPALEPAFH 200 

| | , , | | 

601 CTTCTTCCTGAGAACCTTCTGGTGTCTGGTCTGC AGCAGATACCTGGCCTGCTTCCAGCT 660 
201 LLPENLLVSGLQQIPGLLPA 220 

| | | | | | 

661 CATGGAGAATCCGGCGACGCTCTCCGAAAGCCTCGCCTCCAGAAGCCCATCACGGGGCAC 720 
221 HGESGDALRKPRLQKPI TGH 240 

I I I I I I 

721 TTGGATGACTTATTCTTCACCCTGTACCCCTCCCTGGAGAAGTTTGAGGAAGAGCTGCTG 780 
241 LDDLFFTLYPSLEKFEEELL 260 

| | | | | | 

781 GAGCTCCACGTCCAGGACCACTTCCAGGAGGGATGTGGCCCACTGGACGGTGGTGCCCTG 840 
261 ELHVQDHFQEGCGPLDGGAL 280 

| | | | | | 

841 GAGATCCTGGAGCGGCGCCTGCGTGTGGGCGTGCACAATGGTCTGGGCTTCGTGCAGAGG 900 



Exon 1 



Exon 2 



Exon 3 
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281 EILERRLRVGVHNGLGFVQR 



300 



| | , j , , 

901 CCGCAGGTCGTTGTACTGGTGCCTGAGATGGATGTGGCCTTGACGCGCTCAGCTAGCTTC 960 
301 PQVVVLVPEMDVALTRSAS F 320 

t j | \ | 1 

961 AGCAGGAAAGTGGTCTCCTCTTCC AAGACCAGCTCCGGGAGCCAAGCTCTGGTTTTGAGA 1020 
321 SRKVVSSSKTSSGSQALVLR 340 

I | | , j | 

1021 AGCCGCCTCCGCCTCCCAGAGATGGTCGGCCACCCTGC ATTTGCGGTCATCTTCC AGCTG 1080 
341 SRLRLPEMVGHPAFAVI FQL 360 

| | , | | j 

1081 GAGTACGTGTTCAGCAGCCCTGCAGGAGTGGACGGCAATGCAGCTTCGGTCACCTCTCTG 114 0 
361 EYVFSSPAGVDGNAASVTSL 380 

I | , | _ | j 

1141 TCCAACCTGGCATGCATGCACATGGTCCGCTGGGCTGTTTGGAACCCCTTGCTGGAAGCT 1200 
381 SNLACMHMVRWAVWNPLLEA 400 

, , | j | | 

1201 GATTCTGGAAGGGTGACCCTGCCTCTGCAGGGTGGGATCCAGCCCAACCCCTCGCACTGT 12 60 
401 DSGRVTLPLQGGIQPNPSHC 420 

I , | , , j 

12 61 CTGGTCTACAAGGTACCCTCAGCCAGCATGAGCTCTGAAGAGGTGAAGCAGGTGGAGTCG 132 0 
421 LVYKVPSASMSSEEVKQVES 440 

| F32 i i TCI 334- 1335AA 

1321 GGTACACTCCGGT^ 
441G T L R X 
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Figure 10 



GACGCGAGGCGGGTTCTTGGACTGAGTGTGCGGCGCGGTGCGCCGCCTTCCGAGGCTCC 
TCCCGCGGGTGGCAGCGGACGGGGCGCGCCCCTCGGCCAGTCCTCGGTCCTCAGGCTTG 
TGGCTCCGTTGAGCACCGGCCGCCGGGCCTCTGGGTCCGTCGAGTGGAGACTCTCTGAA 
AAGCGTGGGCTCCGTGGCCTCCGGCGCGGCCGCGGCGGGTCGGTCTCCTAGATCATCCG 

GGAAGCCCACGGGACCCTCAGGCGGGCAGG 

| | | | | | 

1 AT G A AC G A C T G G C AC A GG AT C T T C AC C C A A AAC GT G C T T GTC C C T C C C C AC C C AC A GAG A 60 
1MNDWHR I FTQNVLVPPHPQR 20 

| | | | | | 

61 GCGCGCCAGCCTTGGAAGGAATCCACGGCATTCCAGTGTGTCCTCAAGTGGCTGGACGGA 120 
21ARQPWKESTAFQCVLKWLDG 40 

| | | | | | 

121 CCGGTAATTAGGCAGGGCGTGCTGGAGGTACTGTCAGAGGTTGAATGCCATCTGCGAGTG 180 
41 P V I RQGVLEVLS EVECHLRV 60 

| | | | | | 

181 TCTTTCTTTGATGTCACCTACCGGCACTTCTTTGGGAGGACGTGGAAAACCACAGTGAAG 24 0 
61SFFDVTYRHFFGRTWKTTVK 80 

| | | | | | 

241 CCGACGAAGAGACCGCCGTCCAGGATCGTCTTTAATGAGCCCTTGTATTTTCACACATCC 300 
81PTKRPPSRIVFNEPLYFHTS 100 

| | , | | | 

3 01 CTAAACCACCCTCATATCGTGGCTGTGGTGGAAGTGGTCGCTGAGGGCAAGAAACGGGAT 360 
101 LNHPHIVAVVEVVAEGKKRD 120 

, | | , | | 

361 GGGAGCCTCCAGACATTGTCCTGTGGGTTTGGAATTCTTCGGATCTTCAGCAACCAGCCG 420 
121 GSLQTLSCGFGILRIFSNQP 140 

| | | | | | 

421 GACTCTCCTATCTCTGCTTCCCAGGACAAAAGGTTGCGGCTGTACCATGGCACCCCCAGA 4 80 
141 DSPISASQDKRLRLYHGTPR 160 

--- "I I I I I 1 

481 GCCCTCCTGCACCCGCTTCTCCAGGACCCCGCAGAGCAAAACAGACACATGACCCTCATT 540 
161 ALLHPLLQDPAEQNRHMTLI 180 

| | | | | | 

541 GAGAACTGCAGCCTGCAGTACACGCTGAAGCCACACCCGGCCCTGGAGCCTGCGTTCCAC 600 
181 ENCSLQYTLKPHPALEPAFH 200 

| | | | | | 

601 CTTCTTCCTGAGAACCTTCTGGTGTCTGGTCTGCAGCAGATACCTGGCCTGCTTCCAGCT 660 
201 LLPENLLVSGLQQI PGLLPA 220 

| | | | | | 

661 CATGGAGAATCCGGCGACGCTCTCCGAAAGCCTCGCCTCCAGAAGCCCATCACGGGGCAC 72 0 
221 HGESGDALRKPRLQKPITGH 240 

| | | | | | 

721 TTGGATG ACTTATTCTTCACCCTGTACCCCTCCCTGGAG AAGTTTG AGG AAG AGCTGCTG 780 
241 LDDLFFTLYPSLEKFEEELL 260 

| | | | | | 

781 GAGCTCCACGTCCAGGACCACTTCCAGGAGGGATGTGGCCCACTGGACGGTGGTGCCCTG 84 0 
261 ELHVQDHFQEGCGPLDGGAL 280 

| | | | , 
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8 41 GAGATCCTGGAGCGGCGCCTGCGTGTGGGCGTGCACAATGGTCTGGGCTTCGTGCAGAGG 900 
281 EILERRLRVGVHNGLGFVQR 300 



I | , , , , 

901 CCGCAGGTCGTTGTACTGGTGCCTGAGATGGATGTGGCCTTGACGCGCTCAGCTAGCTTC 960 

301PQVVVLVPEMDVALTRSAS F 320 

, j , , , , 

961 AGC AGGAAAGTGGTCTCCTCTTCC AAGACC AGCTCCGGGAGCC AAGCTCTGGTTTTGAGA 1020 

321 SRKVVSSSKTSSGSQALVLR 340 

| , , , , j 

102 1 AGCCGCCTCCGCCTCCCAGAGATGGTCGGCCACCCTGCATTTGCGGTCATCTTCCAGCTG 1080 

341 SRLRLPEMVGHPAFAVI FQL 360 

, , , , , , 

1081 GAGTACGTGTTCAGCAGCCCTGCAGGAGTGGACGGCAATGCAGCTTCGGTCACCTCTCTG 1140 

361 EYVFSS PAGVDGNAASVTSL 380 

, | , , , ( 

1141 TCCAACCTGGCATGCATGCACATGGTCCGCTGGGCTGTTTGGAACCCCTTGCTGGAAGCT 1200 

381 SNLACMHMVRWAVWNPLLEA 400 

, 1 | | | | 

1201 GATTCTGGAAGGGTGACCCTGCCTCTGCAGGGTGGGATCCAGCCCAACCCCTCGCACTGT 12 60 

401 DSGRVTLPLQGGIQPNPSHC 420 

, , , j | | 

12 61 CTGGTCTAC AAGGTACCCTCAGCCAGCATGAGCTCTGAAGAGGTGAAGCAGGTGGAGTCG 1320 

421 LVYKVPSASMSSEEVKQVES 440 

, | | | | | 

1321 GGTACACTCCGGTTCCAGTTCTCGCTGGGCTCAGAAGAACACCTGGATGCACCCACGGAG 1380 

441 GTLRFQFSLGSEEHLDAPTE 460 

| , , , , , 

1381 CCTGTCAGTGGCCCCAAAGTGGAGCGGCGGCCTTCCAGGAAACCACCCACGTCCCCTTCG 14 4 0 

461 PVSGPKVERRPSRKPPTSPS 480 

, , j , j | 

1441 AGCCCGCCAGCGCCAGTACCTCGAGTTCTCGCTGCCCCGCAGAACTCACCTGTGGGACCA 1500 

481 SPPAPVPRVLAAPQNSPVGP 500 

| j , , , , 

1501 GGGTTGTCAATTTCCCAGCTGGCGGCCTCCCCGCGGTCCCCGACTCAGCACTGCTTGGCC 15 60 

501 GLS I SQLAASPRSPTQHCLA 520 

, J | | | | 

1561 AGGCCT ACTTC AC AGCTACCCCATGGCTCTCAGGCCTCCCCGGCCCAGGCAC AGGAGTTC 1620 

521 RPTSQLPHGSQASPAQAQEF 540 

j , , , , , 

1621 CCGTTGGAGGCCGGTATCTCCCACCTGGAAGCCGACCTGAGCCAGACCTCCCTGGTCCTG 168 0 

541 PLEAGI SHLEADLSQTSLVL 560 

, , , , , ( 

1681 GAAACATCCATTGCCGAACAGTTACAGGAGCTGCCGTTCACGCCTTTGCATGCCCCTATT 17 4 0 

561 ETSIAEQLQELPFTPLHAPI 580 

| , j | | | 

1741 GTTGTGGGAACCCAGACCAGGAGCTCTGCAGGGCAGCCCTCGAGAGCCTCCATGGTGCTC 1800 

581 VVGTQTRS SAGQPSRASMVL 600 

| , , , , , 

1801 CTGC AGTCCTCCGGCTTTCCCGAGATTCTGGATGCCAAT AAACAGCC AGCCGAGGCTGTC 18 60 

601 LQSSGFPEILDANKQPAEAV 620 

I , , , , j 

18 61 AGCGCTACAGAACCTGTGACGTTTAACCCTCAGAAGGAAGAATCAGATTGTCTACAAAGC 1920 

621SATEPVTFNPQKEESDCLQS 640 
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I j i i F601C1972T-I 

1921 AACGAGATGGTGCTACAGTTTCTTGCCTTTAGCAGAGTGGCCCAGGACTGCTGA 
64 IN EMV LQ FLA FS RVAQDCX 
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Figure 11 



GACGCGAGGCGGGTTCTTGGACTGAGTGTGCGGCGCGGTGCGCCGCCTTCCGAGGCTCC 
TCCCGCGGGTGGCAGCGGACGGGGCGCGCCCCTCGGCCAGTCCTCGGTCCTCAGGCTTG 
TGGCTCCGTTGAGCACCGGCCGCCGGGCCTCTGGGTCCGTCGAGTGGAGACTCTCTGAA 
AAGCGTGGGCTCCGTGGCCTCCGGCGCGGCCGCGGCGGGTCGGTCTCCTAGATCATCCG 

GG AAGC C C ACGGG AC C C T C A GGC GGG C A GG 

| | | | | | 

1 ATG AAC G AC T G G C AC AGG ATC T T C AC C C AAA AC GT GC T TGTCCCTCC C C ACC C AC AG AG A 6 0 
1MNDWHRI FTQNVLVPPHPQR 20 

| | | | | | 

61 GCGCGCCAGCCTTGGAAGGAATCCACGGCATTCCAGTGTGTCCTCAAGTGGCTGGACGGA 120 
21ARQPWKESTAFQCVLKWLDG 40 

| |~-- | | | — | 

121 CCGGTAATTAGGCAGGGCGTGCTGGAGGTACTGTCAGAGGTTGAATGCCATCTGCGAGTG 180 
41 PV I RQGVLEVLSEVECHLRV 60 

| | | | | | 

181 TCTTTCTTTGATGTCACCTACCGGCACTTCTTTGGGAGGACGTGGAAAACCACAGTGAAG 24 0 
61 S F FDVTYRHFFGRTWKTTVK 80 

I i I I i I 

241 CCGACGAAGAGACCGCCGTCCAGGATCGTCTTTAATGAGCCCTTGTATTTTCACACATCC 300 
81 PTKRPPSRIVFNEPLYFHTS 100 

| | | | | | 

301 CTAAACCACCCTCATATCGTGGCTGTGGTGGAAGTGGTCGCTGAGGGCAAGAAACGGGAT 360 
101 LNHPHIVAVVEVVAEGKKRD 120 

| | | | | | 

361 GGGAGCCTCCAGAC ATTGTCCTGTGGGTTTGGAATTCTTCGGATCTTCAGCAACC AGCCG 420 
121 GSLQTLSCGFGILRIFSNQP 140 

I I I'"" I I I 

421 GACTCTCCTATCTCTGCTTCCCAGGACAAAAGGTTGCGGCTGTACCATGGCACCCCCAGA 4 80 
141 DSPISASQDKRLRLYHGTPR 160 

| | | I.-.-...., | 

4 81 GCCCTCCTGCACCCGCTTCTCCAGGACCCCGCAGAGCAAAACAGACACATGACCCTCATT 54 0 
161 ALLHPLLQDPAEQNRHMTLI 180 

| | | | | | 

541 GAGAACTGCAGCCTGCAGTACACGCTGAAGCCACACCCGGCCCTGGAGCCTGCGTTCCAC 600 
181 ENCSLQYTLKPHPALEPAFH 200 

| | | | |_ | 

601 CTTCTTCCTGAGAACCTTCTGGTGTCTGGTCTGCAGCAGATACCTGGCCTGCTTCCAGCT 660 
201 LLPENLLVSGLQQI PGLLPA 220 

| | | | | | 

6 61 CATGGAGAATCCGGCGACGCTCTCCGAAAGCCTCGCCTCCAGAAGCCCATCACGGGGCAC 720 
221 HGESGDALRKPRLQKPITGH 240 

I ~l" I i I "I 

721 TTGG ATGACTT ATTCTTC ACCCTGTACCCCTCCCTGGAGAAGTTTGAGGAAGAGCTGCTG 7 80 
241 LDDLFFTLYPSLEKFEEELL 260 

— I I I I I I 

781 GAGCTCCACGTCCAGGACCACTTCCAGGAGGGATGTGGCCC ACTGGACGGTGGTGCCCTG 84 0 
261 ELHVQDHFQEGCGPLDGGAL 280 



Exon 1 



Exon 2 



Exon 3 



Exon 4 



Exon 5 



Exon 6 



Exon 7 



, 1 1 1 1 1 

841 GAGATCCTGGAGCGGCGCCTGCGTGTGGGCGTGCACAATGGTCTGGGCTTCGTGCAGAGG 900 
281 EILERRLRVGVHNGLGFVQR 300 

I , | | | | 

901 CCGCAGGTCGTTGTACTGGTGCCTGAGATGGATGTGGCCTTGACGCGCTCAGCTAGCTTC 9 60 
301 PQVVVLVPEMDVALTRSASF 320 

| , , , , , 

961 AGCAGGAAAGTGGTCTCCTCTTCCAAGACCAGCTCCGGGAGCCAAGCTCTGGTTTTGAGA 1020 
321 SRKVVSSSKTSSGSQALVLR 340 

I | | | | | 

1021 AGCCGCCTCCGCCTCCCAGAGATGGTCGGCCACCCTGCATTTGCGGTCATCTTCCAGCTG 1080 
341 SRLRLPEMVGHPAFAVI FQL 360 

, , | | | | 

1081 GAGTACGTGTTCAGCAGCCCTGCAGGAGTGGACGGCAATGCAGCTTCGGTCACCTCTCTG 1140 
361 EYVFSSPAGVDGNAASVTSL 380 

, , | | | | 

1141 TCCAACCTGGCATGCATGCACATGGTCCGCTGGGCTGTTTGGAACCCCTTGCTGGAAGCT 1200 
381 SNLACMHMVRWAVWNPLLEA 400 

I , , , , , 

1201 GATTCTGGAAGGGTGACCCTGCCTCTGCAGGGTGGGATCCAGCCCAACCCCTCGCACTGT 12 60 
401 DSGRVTLPLQGGIQPNPSHC 420 

I | , | | , 

12 61 CTGGTCTACAAGGTACCCTCAGCCAGCATGAGCTCTGAAGAGGTGAAGCAGGTGGAGTCG 1320 
421 LVYKVPSASMSSEEVKQVES 440 

, | | | | | 

1321 GGTACACTCCGGTTCCAGTTCTCGCTGGGCTCAGAAGAACACCTGGATGCACCCACGGAG 1380 
441 GTLRFQFSLGSEEHLDAPTE 460 

, , | | | | 

1381 CCTGTCAGTGGCCCCAAAGTGGAGCGGCGGCCTTCCAGGAAACCACCCACGTCCCCTTCG 14 40 
461 PVSGPKVERRPSRKPPTSPS 480 

j , , , , , 

1441 AGCCCGCCAGCGCCAGTACCTCGAGTTCTCGCTGCCCCGCAGAACTCACCTGTGGGACCA 1500 
481 SPPAPVPRVLAAPQNSPVGP 500 

, , | | | , 

1501 GGGTTGTCAATTTCCCAGCTGGCGGCCTCCCCGCGGTCCCCGACTCAGCACTGCTTGGCC 1560 
501 GLS I SQLAASPRSPTQHCLA 520 

| , | , , , 

1561 AGGCCTACTTCACAGCTACCCCATGGCTCTCAGGCCTCCCCGGCCCAGGCACAGGAGTTC 1620 
521 RPTSQLPHGSQASPAQAQEF 540 

I | | | | | 

1621 CCGTTGGAGGCCGGT ATCTCCC ACCTGGAAGCCGACCTGAGCC AGACCTCCCTGGTCCTG 1680 
541 PLEAGISHLEADLSQTSLVL 560 

| | , , , , 

1681 GAAACATCCATTGCCGAACAGTTACAGGAGCTGCCGTTCACGCCTTTGCATGCCCCTATT 17 4 0 
561 ETSIAEQLQELPFTPLHAPI 580 

, , | | | | 

17 41 GTTGTGGGAACCC AG ACC AGG AGCTCTGC AGGGCAGCCCTCGAGAGCCTCC ATGGTGCTC 1800 
581 VVGTQTRSSAGQPSRASMVL 600 

I I I t I | 

1801 CTGCAGTCCTCCGGCTTTCCCGAGATTCTGGATGCCAATAAACAGCCAGCCGAGGCTGTC 1860 
601 LQSSGFPEI LDANKQPAEAV 620 

, | | | j | 

1861 AGCGCTACAGAACCTGTGACGTTTAACCCTCAGAAGGAAGAATCAGATTGTCTACAAAGC 1920 
621 SATEPVTFNPQKEESDCL.QS 640 



Exon 8 



Exon 9 



Exon 10 



Exon 1 1 



Exon 12 



Exon 13 



Exon 14 



Exon 15 



1 1 1 1 j 1 

1921 AACGAGATGGTGCTACAGTTTCTTGCCTTTAGCAGAGTGGCCCAGGACTGCCGAGGAACA 1980 
641 NEMVLQFLAFSRVAQDCRGT 660 

| , | j , , 

1981 TCATGGCCAAAGACTGTGTATTTCACCTTCCAGTTCTACCGCTTCCCACCCGCAA.CGACG 2040 
661 SWPKTVYFTFQFYRFPPATT 680 



Exon 16 



F461|C2044T 
2041 CCATGA 
681 P a 



Figure 12 



GACGCGAGGCGGGTTCTTGGACTGAGTGTGCGGCGCGGTGCGCCGCCTTCCGAGGCTCC 
TCCCGCGGGTGGCAGCGGACGGGGCGCGCCCCTCGGCCAGTCCTCGGTCCTCAGGCTTG 
TGGCTCCGTTGAGCACCGGCCGCCGGGCCTCTGGGTCCGTCGAGTGGAGACTCTCTGAA 
AAGCGTGGGCTCCGTGGCCTCCGGCGCGGCCGCGGCGGGTCGGTCTCCTAGATCATCCG 

GGAAGCCCACGGGACCCTCAGGCGGGCAGG 

| | | | , | 

1 ATGAACGACTGGCACAGGATCTTCACCCAAAACGTGCTTGTCCCTCCCCACCCACAGAGA 60 
1MNDWHRI FTQNVLVPPHPQR 20 

| | | | | | 

61 GCGCGCCAGCCTTGGAAGGAATCCACGGCATTCCAGTGTGTCCTCAAGTGGCTGGACGGA 120 
21ARQPWKESTAFQCVLKWLDG 40 

| |_„ | | | 

121 CCGGT/^ATTAGGCAGGGCGTGCTGGAGGTACTGTCAGAGGTTGAATGCCATCTGCGAGTG 180 
41PVI RQGVLEVLS EVECHLRV 60 

— -I— I I I" I I 

181 TCTTTCTTTGATGTCACCTACCGGCACTTCTTTGGGAGGACGTGGAAAACCACAGTGAAG 24 0 
61 S F FDVTYRHFFGRTWKTTVK 80 

| __ H , | , | 

241 C CG ACG AAG AG AC CG CCGT C C AGGATCGT CTTT AATG AG CCCTTGTATTTTCA C A C AT C C 3 00 
81PTKRPPSRIVFNEPLYFHTS 100 

| | | | | | 

3 01 CTAAACCACCCTCATATCGTGGCTGTGGTGGAAGTGGTCGCTGAGGGCAAGAAACGGGAT 360 
101 LNHPHIVAVVEVVAEGKKRD 120 

| | | | | | 

361 GGGAGCCTCCAGACATTGTCCTGTGGGTTTGGAATTCTTCGGATCTTCAGCAACCAGCCG 4 2 0 
121 GSLQTLSCGFGILRI FSNQP 140 

| | | | | | 

421 G A CTCTCCTATCTCTGCTTCCCAGGAC AAAA GG TTGCGGCTGT ACC ATGGC AC CC C C AG A 4 80 
141 DS PI SASQDKRLRLYHGTPR 160 

-I" — "I I I I I 

4 81 GCCCTCCTGCACCCGCTTCTCCAGGACCCCGCAGAGCAAAACAGACACATGACCCTCATT 54 0 
161 ALLH PLLQDPAEQNRHMTLI 180 

| | | | | , 

541 GAGAACTGCAGCCTGCAGTACACGCTGAAGCCACACCCGGCCCTGGAGCCTGCGTTCCAC 600 
181 ENCSLQYTLKPHPALEPAFH 200 

| | | | | | 

6 01 CTTCTTCCTGAGAACCTTCTGGTGTCTGGTCTGCAGCAGATACCTGGCCTGCTTCCAGCT 660 
201 LLPENLLVSGLQQI PGLLPA 220 

I 1 1 1 1 

661 CATGGAGAATCCGGCGACGCTCTCCGAAAGCCTCGCCTCCAGAAGCCCATCACGGGGCAC 720 
221 HGESGDALRKPRLQKPITGH 240 

I"--' I" I I I I 

721 TTGG ATG ACTT ATT CTTC ACCCTGT ACCCCT C C CTGG AG AAG TTTG AGG AAG AG CTGCTG 780 
241 LDDLFFTLYPSLEKFEEELL 260 

I I" I I I I 

781 GAGCTCCACGTCCAGGACCACTTCCAGGAGGGATGTGGCCCACTGGACGGTGGTGCCCTG 84 0 
261 ELHVQDHFQEGCGPLDGGAL 280 

| | |__ ____| | 

841 GAGATCCTGGAGCGGCGCCTGCGTGTGGGCGTGCACAATGGTCTGGGCTTCGTGCAGAGG 900 



Exon 1 



Exon 2 



Exon 3 



Exon 4 



Exon 5 



Exon 6 



Exon 7 



Exon 8 



281 EI LERRLRVGVHNGLGFVQR 300 



, j | | | | 

901 CCGCAGGTCGTTGTACTGGTGCCTGAGATGGATGTGGCCTTGACGCGCTCAGCTAGCTTC 9 60 
301 PQVVVLVPEMDVALTRSASF 320 

| | | | | | 

961 AGCAGGAAAGTGGTCTCCTCTTCCAAGACCAGCTCCGGGAGCCAAGCTCTGGTTTTGAGA 1020 
321 SRKVVSSSKTSSGSQALVLR 340 

, | | | | | 

1021 AGCCGCCTCCGCCTCCC AGAGATGGTCGGCCACCCTGC ATTTGCGGTC ATCTTCCAGCTG 1080 
341 SRLRLPEMVGHPAFAVI FQL 360 

| | | | | | 

1081 GAGTACGTGTTCAGCAGCCCTGCAGGAGTGGACGGCAATGCAGCTTCGGTCACCTCTCTG 114 0 
361 EYVFSS PAGVDGNAASVTS L 380 

j | | | | | 

1141 TCCAACCTGGCATGCATGC/ACATGGTCCGCTGGGCTGTTTGGAACCCCTTGCTGGAAGCT 12 00 
381 SNLACMHMVRWAVWNPLLEA 400 

| , | | | | 

1201 GATTCTGGAAGGGTGACCCTGCCTCTGCAGGGTGGGATCCAGCCC AACCCCTCGCACTGT 1260 
401 DSGRVTLPLQGGIQPNPSHC 420 

| , | | | | 

12 61 CTGGTCTACAAGGTACCCTCAGCCAGCATGAGCTCTGAAGAGGTGAAGCAGGTGGAGTCG 1320 
421 LVYKVPSASMSSEEVKQVES 440 

, , , | | | 

1321 GGT AC ACTCCGGTTCCAGTTCTCGCTGGGCTC AGAAGAAC ACCTGGATGCACCCACGGAG 1380 
441 GTLRFQFS LGSEEHLDAPTE 460 

I | | | | | 

1381 CCTGTCAGTGGCCCCAAAGTGGAGCGGCGGCCTTCCAGGAAACCACCCACGTCCCCTTCG 14 4 0 
461 PVSGPKVERRPSRKPPTSPS 480 

j , | | | | 

1441 AGCCCGCCAGCGCCAGTACCTCGAGTTCTCGCTGCCCCGCAGAACTCACCTGTGGGACCA 1500 
481 SPPAPVPRVLAAPQNSPVGP 500 

| | j | | | 

1501 GGGTTGTCAATTTCCCAGCTGGCGGCCTCCCCGCGGTCCCCGACTCAGCACTGCTTGGCC 1560 
501 GLS ISQLAAS PRSPTQHCLA 520 

, | | | , , 

1561 AGGCCTACTTCACAGCTACCCCATGGCTCTCAGGCCTCCCCGGCCCAGGCACAGGAGTTC 1620 
521 RPTSQLPHGSQASPAQAQEF 540 

I J | | | | 

1621 CCGTTGGAGGCCGGTATCTCCCACCTGGAAGCCGACCTGAGCCAGACCTCCCTGGTCCTG 1680 
541 PLEAGISHLEADLSQTSLVL 560 

, , | | | | 

1681 GAAACATCCATTGCCGAACAGTTACAGGAGCTGCCGTTCACGCCTTTGCATGCCCCTATT 17 4 0 
561 ETSIAEQLQELPFTPLHAPI 580 

| | | | | | 

17 41 GTTGTGGGAACCCAGACC AGG AGCTCTGC AGGGC AGCCCTCGAGAGCCTCC ATGGTGCTC 1800 
581 VVGTQTRS SAGQPSRASMVL 600 

, , , , , , 

1801 CTGCAGTCCTCCGGCTTTCCCGAGATTCTGGATGCCAATAAACAGCCAGCCGAGGCTGTC 18 60 
601 LQSSGFPE I LDANKQPAEAV 620 

| | | | | j 

18 61 AGCGCTACAGAACCTGTGACGTTTAACCCTCAGAAGGAAGAATCAGATTGTCTACAAAGC 1920 
621 SATEPVTFNPQKEESDCLQS 640 

| j , , ( j 
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Exon 14 



Exon 15 



1921 AACGAGATGGTGCTACAGTTTCTTGCCTTTAGCAGAGTGGCCCAGGACTGCCGAGGAACA 1980 
641 NEMVLQFLAFSRVAQDCRGT 660 

| | | , | | 

1981 T C AT GGC C A A A G AC T G T GT A T T T CACCTTCC AG 7 T C T AC C G C T T C C C A C C C G C AAC G AC G 2040 
661 SWPKTVYFTFQFYRFPPATT 680 



Exon 16 



, 1 , | , 1 

2041 CCACGACTGCAGCTGGTCCAGCTGGA7GAGGCCGGCCAGCCCAGCTCTGGCGCCCTGACC 2100 
681 PRLQLVQLDEAGQPSSGALT 700 

| , , j | | 

2101 CACATCCTCGTGCCTGTGAGCAGAGA7GGCACCTTTGATGCTGGGTCTCCTGGCTTCCAG 2160 
701 HI LVPVSRDGTFDAGS PGFQ 720 



| | | | | , 

2161 CTGAGGTACATGGTGGGCCCTGGGTTCCTGAAGCCAGGTGAGCGGCGCTGCTTTGCCCGC 2220 
721 LRYMVGPGFLKPGERRCFAR 740 



Exon 17 



1 1 , , 1 1 

2221 TACCTGGCCGTGCAGACCCTGCAGATTGACGTCTGGGACGGAGACTCCCTGCTGCTCATC 2280 
741 YLAVQTLQI DVWDGDSLLLI 760 



| | , , | , 

2281 GGATCTGCTGCCGTCCAGATGAAGCATCTCCTCCGCCAAGGCCGGCCGGCTGTGCAGGCC 2340 

761 GSAAVQMKHLLRQGRPAVQA 780 

| | , , | , 

2341 7CCCACGAGCTTGAGGTCGTGGCAACTGAATACGAGCAGGACAACATGGTGGTGAGTGGA 2 400 

781 SHELEVVATEYEQDNMVVSG 800 



Exon 1 8 



, 1 1 1 1 1 

24 01 GACATGCTGGGGTTTGGCCGCGTCAAGCCCATCGGCGTCCACTCGGTGGTGAAGGGCCGG 24 60 
801 DMLGFGRVKPIGVHSVVKGR 820 



j , , | , | 

2 4 61 CTGCACCTGACTTTGGCCAACGTGGGTCACCCGTGTGAACAGAAAGTGAGAGGTTGTAGC 2520 
821 LHLTLANVGHPCEQKVRGCS 840 

j F461iC2542T-| f | | 

2521 ACATTGCCACCGTCCAGATCTTGGGTCATCTCAAACGATGGAGCCAGCCGCTTCTCTGGA 2580 
841 T L P P S R S W V I S N D G A S R F S G 860 



Exon 19 



1 1 1 1 1 1 

2581 GGCAGCCTCCTCACGACTGGAAGCTCAAGGCGA/^ACACGTGGTGCAAGCACAGAAGCTG 2 640 
861 GS LLTTGS SRRKHVVQAQKL 880 



, , j | , | 

2641 GCGGACGTGGACAGTGAGCTGGCTGCCATGCTACTGACCCATGCCCGGCAGGGCAAGGGG 2700 
881 ADVDSELAAMLLTHARQGKG 900 



Exon 20 



, , 1 1 1 , 

2701 CCCCAGGACGTCAGCCGCGAGTCGGATGCCACCCGCAGGCGTAAGCTGGAGCGGATGAGG 27 60 
901 PQDVSRES DATRRRKLERMR 920 

| j , , j | 

27 61 TCTGTGCGCCTGCAGGAGGCCGGGGGAGACTTGGGCCGGCGCGGGACGAGCGTGTTGGCG 2820 
921 SVRLQEAGGDLGRRGTSVLA 940 



, , | | | | 

2821 CAGCAGAGCGTCCGCACACAGCACTTGCGGGACCTACAGGTCATCGCCGCCTACCGGGAA 2880 
941 QQSVRTQHLRDLQVIAAYRE 960 



Exon 21 



, , 1 1 , 1 

2881 CGCACGAAGGCCGAGAGCATCGCC AGCCTGCTGAGCCTGGCCATCACCACGGAGCACACG 2940 
961 RTKAESIASLLSLAITTEHT 980 



j , , | | , 

2941 CTCCACGCCACGCTGGGGGTCGCCGAGTTCTTTGAGTTTGTGCTTAAGAACCCCCACAAC 3000 
981 LHATLGVAEFFEFVLKNPHN 1000 



1 , , , , , 

3001 ACACAGCACACGGTGACTGTGGAGATCGACAACCCCGAGCTCAGCGTCATCGTGGACAGT 3060 

1001 TQHTVTVEI DNPELSVIVDS 1020 

| | | | | | 

3061 CAGGAGTGGAGGGACTTCAAGGGTGCTGCTGGCCTGCACACACCGGTGGAGGAGGACATG 3120 

1021 QEWRDFKGAAGLHT PVEEDM 1040 

, , | j | | 

3121 TTCCACCTGCGTGGCAGCCTGGCCCCCCAGCTCTACCTGCGCCCCCACGAGACCGCCCAC 3180 

1041 FHLRGS LA PQLYLRPHETAH 1060 

| | | | | , 

3181 GTCCCCTTCAAGTTCCAGAGCTTCTCTGCAGGGCAGCTGGCCATGGTGCAGGCCTCTCCT 324 0 

1061 VPFKFQS FSAGQLAMVQAS P 1080 

I , , j j , 

324 1 GGGTTGAGCAACGAGAAGGGCATGGACGCCGTGTCACCTTGGAAGTCCAGCGCAGTGCCC 3300 

1081 GLSNEKGMDAVSPWKSSAVP 1100 

| | | | j , 

3301 ACTAAACACGCCAAGGTCTTGTTCCGAGCGAGTGGTGGCAAGCCCATCGCCGTGCTCTGC 3360 

1101 TKHAKVLFRASGGKPIAVLC 1120 

| , , , , , 

3361 CTGACTGTGGAGCTGCAGCCCCACGTGGTGGACCAGGTCTTCCGCTTCTATCACCCGGAG 3420 

1121 LTVELQPHVVDQVFRFYHPE 1140 

| , , , , j 

3421 CTCTCCTTCCTGAAGAAGGCCATCCGCCTGCCGCCCTGGCACACATTTCCAGGTGCTCCG 3480 

1141 LSFLKKAI RLPPWHTFPGAP 1160 

I | | | | | 

3 4 81 GTGGGAATGCTTGGTGAGGACCCCCCAGTCCATGTTCGCTGCAGCGACCCGAACGTCATC 3540 

1161 VGMLGEDPPVHVRCSDPNVI 1180 

, | , , , , 

3541 TGTGAGACCCAGAATGTGGGCCCCGGGGAACCACGGGACATATTTCTGAAGGTGGCCAGT 3600 

1181 CETQNVGPGEPRDI FLKVAS 1200 

| 1 1 | | | 

3 601 GGTCCAAGCCCGGAGATCAAAGACTTCTTTGTCATCATTTACTCGGATCGCTGGCTGGCG 3660 

1201 GPSPEIKDFFVI IYSDRWLA 1220 

| , ! , j , 

3 661 AC ACCC AC ACAGACGTGGCAGGTCTACCTCCACTCCCTGCAGCGCGTGGATGTCTCCTGC 37 20 

1221 TPTQTWQVYLHSLQRVDVSC 1240 

, , j 1 | | 

3721 GTCGCAGGCCAGCTGACCCGCCTGTCCCTTGTCCTTCGGGGGACACAGACAGTGAGGAAA 3780 

1241 VAGQLTRLS LVLRGTQTVRK 1260 

, | | | | j 

3781 GTGAGAGCTTTCACCTCTCATCCCCAGGAGCTGAAGACAGACCCCAAAGGTGTCTTCGTG 38 40 

1261 VRAFTSHPQELKTDPKGVFV 1280 

, , , , , j 

3841 CTGCCGCCTCGTGGGGTGCAGGACCTGCATGTTGGCGTGAGGCCCCTTAGGGCCGGCAGC 3900 

1281 LPPRGVQDLHVGVRPLRAGS 1300 

, , , , , , 

3 901 CGCTTTGTCCATCTCAACCTGGTGGACGTGGATTGCCACCAGCTGGTGGCCTCCTGGCTC 3960 
1301 RFVHLNLVDVDCHQLVASWL 1320 

, , , , , , 

3961 GTGTGCCTCTGCTGCCGCCAGCCGCTC ATCTCCAAGGCCTTTGAGATCATGTTGGCTGCG 4020 

1321 VCLCCRQPLISKAFEIMLAA 1340 

__ | j , , , | 

4 021 GGCGAAGGGAAGGGTGTCAACAAGAGGATCACCTACACCAACCCCTACCCCTCCCGGAGG 4080 
1341 GEGKGVNKRITYTNPYPSRR 1360 
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Exon 24 



Exon 25 



Exon 26 



Exon 27 



Exon 28 



Exon 29 



4081 ACATTCCACCTGCACAGCGACCACCCGGAGCTGCTGCGGTTCAGAGAGGACTCCTTCCAG 414 0 
1361 TFHLHSDHPELLRFREDSFQ 1380 



4141 GTCGGGGGTGGAGAGACCT ACACCATCGGCTTGCAGTTTGCGCCTAGTCAGAGAGTGGGT 4200 
1381 VGGGETYTIGLQFAPSQRVG 1400 



4201 GAGGAGGAGATCCTGATCTACATCAATGACCATGAGGACAA7v/\ACGA/\GAGGCATTTTGC 42 60 
1401 EEEILIYINDHEDKNEEAFC 1420 

, |- 

4261 GTGAAGGTCATCTACCAGTGA 4 281 
1421V K V I Y Q * 14 2 6 

GGGCTTGAGGGTGACGTCCTTCCTGCGGCACCCAGCTGGGGCCTGTCTGTGCCCCTCCTG 
CCCTGCAGGCTGTCCTCCCCGCCTCTCTGCAGCCTTTCACTTCAGTGCCCACCTGGCTGA 
CCTGTGCACTTGGCTGAGGAAGCAGAGACCGAGCGCTGGTCATTTTGTAGTACCTGCATC 
CAGCTTAGCTGCTGCTGACACCCAGCAGGCCTGGGTTCCGTGAGCGCGAACTCCGTGGTG 
GTGGGTCTGGCTCTGGTGCTGCCATCTACGCATGTGGGACCCTCGTTATCGCTGTTGCTC 
AAAATGTATTTTATGAATCATCCTAAATGAGAAAATTATGTTTTTCTTACTGGATTTTGT 
ACAAACATAATCTATTATTTGCTATGCAATATTTTATGCTGGTATTATATCTGTTTTTTA 
AATTGTTGAACAAAATACTAAACTTTT 



Figure 13 



GACGCGAGGCGGGTTCTTGGACTGAGTGTGCGGCGCGGTGCGCCGCCTTCCGAGGCTCC 
TCCCGCGGGTGGCAGCGGACGGGGCGCGCCCCTCGGCCAGTCCTCGGTCCTCAGGCTTG 
TGGCTCCGTTGAGCACCGGCCGCCGGGCCTCTGGGTCCGTCGAGTGGAGACTCTCTGAA 
AAGCGTGGGCTCCGTGGCCTCCGGCGCGGCCGCGGCGGGTCGGTCTCCTAGATCATCCG 

GGAAGC CC AC GG G AC C C T C AGGC GGGC AGG 

| | | | | | 

1 AT G AAC G AC T G G C A C AG G AT C T TC AC C C AAAAC G TGC T T G T CC C T C C C C AC C C A C AG AG A 6 0 
1MNDWHRI FTQNVLVPPHPQR 20 

| | | | | | 

6 1 GCGCGCCAGCCTTGGAAGGAATCCACGGCATTCCAGTGTGTCCTCAAGTGGCTGGACGGA 12 0 
21ARQ PWKES TAFQCVLKWLDG 40 

| | | | | | 

121 CCGGTAATT AGGCAGGGCGTGCTGGAGGTACTGTCAGAGGTTGAATGCCATCTGCGAGTG 180 
41 PV I RQGVLEVLS EVECHLRV 60 

I I I I I I 

181 TCTTTCTTTGATGTCACCTACCGGCACTTCTTTGGGAGGACGTGGAAAACCACAGTGAAG 24 0 
61SFFDVTYRHFFGRTWKTTVK 80 

| | | | | | 

241 CCGACGAAGAGACCGCCGTCCAGGATCGTCTTTAATGAGCCCTTGTATTTTCACACATCC 3 0 0 
81PTKRPPSRIVFNEPLYFHTS 100 

-I I I I I I 

301 CTAAACCACCCTCATATCGTGGCTGTGGTGGAAGTGGTCGCTGAGGGCAAGAAACGGGAT 360 
101 LNHPHIVAVVEVVAEGKKRD 120 

| | | | | | 

361 GGGAGCCTCCAGACATTGTCCTGTGGGTTTGGAATTCTTCGGATCTTCAGCAACCAGCCG 42 0 
121 GSLQTLSCGFGI LRIFSNQP 140 

i i | | | | 

4 21 GACTCTCCTATCTCTGCTTCCCAGGACAAAAGGTTGCGGCTGTACCATGGCACCCCCAGA 4 8 0 
141 DS PISASQDKRLRLYHGTPR 160 

' " — I"" "I I I I I 

481 GCCCTCCTGCACCCGCTTCTCCAGGACCCCGCAGAGCAAAACAGACACATGACCCTCATT 540 
161 ALLHPLLQDPAEQNRHMTLI 180 

| | | | | | 

541 GAGAACTGCAGCCTGCAGTACACGCTGAAGCCACACCCGGCCCTGGAGCCTGCGTTCCAC 600 
181 ENCSLQYTLKPHPALEPAFH 200 

| _„| | | | | 

601 CTTCTTCCTGAGAACCTTCTGGTGTCTGGTCTGCAGCAGATACCTGGCCTGCTTCCAGCT 660 
201 LLPENLLVSGLQQI PGLLPA 220 

I I" I I I I 

661 CATGGAGAATCCGGCGACGCTCTCCGAAAGCCTCGCCTCCAGAAGCCCATCACGGGGCAC 720 
221 HGESGDALRKPRLQKPITGH 240 

i — I 1 1 1 i 

721 TTGGATGACTTATTCTTCACCCTGTACCCCTCCCTGGAGAAGTTTGAGGAAGAGCTGCTG 780 
241 LDDLFFTLYPSLEKFEEELL 260 

I I I I I I 

781 GAGCTCCACGTCCAGGACCACTTCCAGGAGGGATGTGGCCCACTGGACGGTGGTGCCCTG 84 0 
261 ELHVQDHFQEGCGPLDGGAL 280 

I I I I ""I I 

841 GAGATCCTGGAGCGGCGCCTGCGTGTGGGCGTGCACAATGGTCTGGGCTTCGTGCAGAGG 900 



Exon 1 



Excm 2 



Exon 3 



Exon 4 



Exon 5 



Exon 6 



Exon 7 



Exon 8 



281 EILERRLRVGVHNGLGFVQR 300 



| , , j , | 

901 CCGCAGGTCGTTGTACTGGTGCCTGAGATGGATGTGGCCTTGACGCGCTCAGCTAGCTTC 960 
301PQV VV LV P EM D V A LT RS A S F 320 

| , | , , j 

961 AGCAGGAAAGTGGTCTCCTCTTCCAAGACCAGCTCCGGGAGCCAAGCTCTGGTTTTGAGA 1020 
321 SRKVVSSSKTSSGSQALVLR 340 

I | | | | | 

1021 AGCCGCCTCCGCCTCCCAGAGATGGTCGGCCACCCTGCATTTGCGGTCATCTTCCAGCTG 1080 
341 SRLRLPEMVGHPAFAVI FQL 360 

j | | | | | 

1081 GAGTACGTGTTCAGCAGCCCTGCAGGAGTGGACGGCAATGCAGCTTCGGTCACCTCTCTG 114 0 
361 EYVFS SPAGVDGNAASVTSL 380 

, | | | | | 

1141 TCCAACCTGGCATGCATGCACATGGTCCGCTGGGCTGTTTGGAACCCCTTGCTGGAAGCT 1200 
381 SNLACMHMVRWAVWNPLLEA 400 

| , , | , , 

1201 GATTCTGGAAGGGTGACCCTGCCTCTGCAGGGTGGGATCCAGCCCAACCCCTCGCACTGT 1260 
401 DSGRVTLPLQGGIQPNPSHC 420 

j , j , , , 

12 61 CTGGTCTACAAGGTACCCTCAGCCAGCATGAGCTCTGAAGAGGTGAAGCAGGTGGAGTCG 1320 
421 LVYKVPSASMSSEEVKQVES 440 

I , j | | , 

1321 GGT AC ACTCCGGTTCCAGTTCTCGCTGGGCTCAGAAGAACACCTGGATGC ACCC ACGGAG 1380 
441 GTLRFQFSLGSEEHLDAPTE 460 

, , | | | | 

1381 CCTGTC AGTGGCCCC AAAGTGGAGCGGCGGCCTTCC AGGAAACC ACCCACGTCCCCTTCG 14 4 0 
461 PVSGPKVERRPSRKPPTSPS 480 

| | , , j | 

1441 AGCXCGCCAGCGCCAGTACCTCGAGTTCTCGCTGCCCCGCAGAACTCACCTGTGGGACCA 1500 
481 SPPAPVPRVLAAPQNSPVGP 500 

| | | | j | 

1501 GGGTTGTCAATTTCCCAGCTGGCGGCCTCCCCGCGGTCCCCGACTCAGCACTGCTTGGCC 1560 
501 GLSISQLAASPRSPTQHCLA 520 

, , , , , , 

1561 AGGCCTACTTCACAGCTACCCCATGGCTCTCAGGCCTCCCCGGCCCAGGCACAGGAGTTC 1620 
521 RPTSQLPHGSQASPAQAQEF 540 

, | | | , , 

1621 CCGTTGGAGGCCGGTATCTCCCACCTGGAAGCCGACCTGAGCCAGACCTCCCTGGTCCTG 1680 
541 PLEAGISHLEADLSQTSLVL 560 

, | , | | | 

168 1 GAAACATCCATTGCCGAACAGTTACAGGAGCTGCCGTTCACGCCTTTGCATGCCCCTATT 1*7 4 0 
561 ETSIAEQLQELPFTPLHAPI 580 

, j | | , | 

1741 GTTGTGGGAACCCAGACCAGGAGCTCTGCAGGGCAGCCCTCGAGAGCCTCCATGGTGCTC 1800 
581 VVGTQTRSSAGQPSRASMVL 600 

| | | | | | 

1801 CTGCAGTCCTCCGGCTTTCCCGAGATTCTGGATGCCAATAAACAGCCAGCCGAGGCTGTC 1860 
601 LQSSGFPEI LDANKQPAEAV 620 

| , | | , j 

1861 AGCGCTACAGAACCTGTGACGTTTAACCCTCAGAAGGAAGAATCAGATTGTCTACAAAGC 1920 
621 SATEPVTFNPQKEESDCLQS 640 

| ! | | , j 
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Exon 10 



Exon 1 1 



Exon 12 



Exon 13 



Exon 14 



Exon 15 



1921 AACGAGATGGTGCTACAGTTTCTTGCCTTTAGCAGAGTGGCCCAGGACTGCCGAGGAACA 1980 
641 N EMV LQFLAFS R V AQDC RGT 660 

| , | | | , 

1981 TC AT G GC C A AAG AC T G T GT A T T T C AC C T TC C AGTT C T AC C GC T TC C C AC C C GC A AC G AC G 2 04 0 
661 SWPKTVYFTFQFYRFPPATT 680 



Exon 16 



, | | , | 1 

2041 CCACGACTGCAGCTGGTCCAGCTGGATGAGGCCGGCCAGCCCAGCTCTGGCGCCCTGACC 2100 

681 PRLQLVQLDEAGQPSSGALT 700 

, , , j , , 

2101 CACATCCTCGTGCCTGTGAGCAGAGATGGCACCTTTGATGCTGGGTCTCCTGGCTTCCAG 2160 

701 HILVPVSRDGTFDAGSPGFQ 720 



| | | | , | 

2161 CTGAGGT ACATGGTGGGCCCTGGGTTCCTGAAGCCAGGTG AGCGGCGCTGCTTTGCCCGC 222 0 
721 LRYMVGPGFLKPGERRC FAR 740 



Exon 17 



1 1 | 1 1 1 

222 1 TACCTGGCCGTGCAGACCCTGCAGATTGACGTCTGGGACGGAGACTCCCTGCTGCTCATC 2280 
741 YLAVQTLQ1DVWDGDSLLLI 760 



| , | | , | 

2281 GGATCTGCTGCCGTCCAGATGAAGCATCTCCTCCGCCAAGGCCGGCCGGCTGTGCAGGCC 2340 
761 GSAAVQMKHLLRQGRPAVQA 780 



I | F622 iG2368T |- 

2 341 TCCCACGAGCTTGAGGTCGTGGCAACTTAA 
781 SHELEVVATX 



•I - 



-I 



Exon 18 



Figure 14 



Nucleotide sequence: 



1 ggttgctccc ggttgctaag aagact atg a acaagtcaga gaacctgctg tttgctggtt 

61 catcattagc atcacaagtc catgctgctg ccgttaatgg agataagggt gctctacaga 

121 ggctcatcgt aggaaactct gctcttaaag acaaagaaga tcagtttggg agaacaccac 

181 ttatgtattg cgtgttggct gacagattgg attgtgcaga tgctcttctg aaggcaggag 

241 cagatgtgaa taaaactgac catagccaga gaacagccct ccatcttgca gcccagaagg 

301 gaaattatcg tttcatgaaa ctcttactta cacgcagagc aaactggatg caaaaggatc 

361 tggaagagat gactcctttg cacttgacca cccggcacag gagccctaag tgtttggcac 

421 ttctgctgaa gtttatggca ccaggagaag tggatacaca ggataaaaac aagcaaacag 

481 ctctgcattg gagtgcctac tacaataacc ctgagcatgt gaagctgctc atcaagcatg 

541 attctaacat tgggattcct gatgttgaag gcaagatccc acttcactgg gcagccaacc 

601 ataaagatcc aagtgctgtt cacacagtga gatgcattct ggatgctgct ccaacagagt 

661 ctttactgaa ctggcaagac tacgagggtc gaactcctct tcactttgca gttgctgatg 

721 ggaatgtgac cgtggttgat gtcttgacct catatgaaag ctgcaatata acgtcttatg 

781 ataacttatt tcgaacccca ctgcactggg cagctttatt aggccatgca cagattgtcc 

841 atctcctttt agaaagaaat aagtctggaa ctatcccatc tgacagccaa ggagccacac 

901 ctttgcacta tgctgctcag agtaactttg ctgaaacggt taaagtgttt ttaaaacatc 

961 cttcagtgaa agatgattca gacctggaag gaagaacatc ctttatgtgg gcagctggca 

1021 aaggcagtga tgatgtcctt agaactatgc tgagcttaaa atcggacata gatattaaca 

1081 tggctgacaa atatggaggt acagctttgc atgctgctgc tctttctggc catgtcagca 

1141 ccgtgaagtt attactggaa aataatgctc aagtagatgc tactgatgtt atgaaacata 

1201 ctccactttt ccgagcctgt gagatgggac acaaagatgt gattcagaca ctcattaaag 

1261 gtggagcaag ggtagatcta gttgaccaag atggacattc tcttctacat tgggcagcac 

1321 tgggaggaaa tgctgatgtt tgccagatat taatagaaaa taagatcaat ccaaatgtcc 

1381 aggattatgc aggaagaacc cctttgcagt gtgcagcata tggaggctat atcaactgca 

1441 tggcagttct catggaaaac aatgcagacc ctaacattca agacaaagag ggaagaacag 

1501 ctttgcattg gtcctgcaac aatggatacc ttgatgccat taaattactg ctagactttg 

1561 ctgctttccc taatcagatg gaaaacaatg aagagagata cacacccctt gattatgctt 

1621 tgcttggtga gcgccatgaa gtgatccagt tcatgttgga gcacggtgcc ctgtccatcg 

1681 cagccataca agacatcgcc gccttcaaaa tccaagctgt ctacaaaggg tacaaggtca 

1741 gaaaagcctt ccgagacagg aaaaatctcc tcatgaagca tgaacagttg agaaaagatg 

1801 ctgctgccaa aaagcgagag gaagaaaaca aacgaaaaga ggcagaacag caaaaaggaa 

1861 ggcggagccc agattcctgc agaccccagg cccttccctg tctgcctagc acccaggatg 

1921 tgcccagcag gcagagccgg gcccccagca agcagcctcc tgctggcaac gtggcccaag 

1981 gccctgagcc aagagacagc agaggatctc caggagggtc tctaggcgga gccctccaga 

2041 aggagcagca tgtttcctca gatttgcagg gaacaaactc cagaaggcca aatgaaacag 

2101 ccagagaaca ttctaaaggc caatctgctt gtgtccactt cagacccaat gaaggcagtg 

2161 atggaagcag gcatccagga gttccctctg ttgagaagtc cagaggtgag acagctggcg 

2221 atgagcggtg tgcaaagggg aaaggtttcg tgaagcagcc ctcctgtatc agggtggctg 

2281 ggcctgatga gaaaggagag gactccaggc gggcaggtgc aagccttcca ccgcacgata 

2341 gccactggaa gcccagcagg cggcatgaca cagaacccaa ggccaaatgt gccccccaga 

2401 aaaggcgcac tcaagagctc agaggaggaa ggtgctctcc ggctggttct agccgccctg 

2461 gcagtgcccg gggggaggcg gtccatgctg ggcagaatcc tccccaccat cgtacaccaa 

2521 gaaacaaagt gacacaagcc aagctcacag gagggctcta ttcacatttg ccacagagca 

2581 cagaggagtt gaggtcagga gctaggaggc tggagacatc taccctgtcc gaggactttc 

2641 aggtatctaa ggagactgat ccagcacctg gtcccctctc tgggcagagt gtgaatattg 

2701 accttctccc cgtagagctc cgactgcaga taattcagag agaacgaagg aggaaggagc 

2761 tgtttcgcaa aaagaacaag gcagcagcag tcatccagcg cgcctggcga agctaccagc 

2821 tcaggaagca cctgtcccac cttcggcata tgaagcagct tggagctgga gatgtggaca 

2881 gatggaggca agagtctaca gcattgctcc tccaggtttg gaggaaggaa ctggaactaa 

2941 aattccccca aaccactgca gtaagcaagg cccccaagag tccatccaag ggcacctcag 

3001 gcacaaagtc caccaagcac tcagtgctta agcaaatcta tggttgttct cacgaaggga 



3061 aaatacatca tcctacaaga tctgtaaaag cctcttctgt gctgcgtctc aactcagtga 

3121 gcaacctaca gtgtatacat ctccttgaga acagtggaag atcaaagaac ttttcttata 

3181 acctgcaatc agctactcag ccaaaaaaca aaacaaaacc ttgactgcct atggaggaag 

3241 actgtgttcg ggggagctgg catagctagt gcagagttca gattttctgc tgataatctt 

3301 ttacaccttg ggaaaacttt aatatccgta cctgaaggct gattcaccta aaaatgtgtt 

3361 aactgaaaga aaatgtcaga atgtttcctt tctgctctta cacagcattg ttttgtcaat 

3421 caacacagcc tgcactgaaa ggacctgcat agactatgtc tgtgcaaagt gcctgagtgt 

3481 ctgctttcac ctcagtctgt acagttggaa atgagaattc ataattaaca gcaaaatcta 

3541 aggaaaacta aaataaaa 



Amino acid sequence: 

MNKS ENLLF AG S S LAS Q VHAAAVNGD KG ALQRL I VGN S ALKDKE 

DQFGRTPLMYCVLADRLDCADALLKAGADVNKTDHSQRTALHLAAQKGNYRFMKLLLT 
RRANWMQKDLEEMTPLHLTTRHRSPKCLALLLKFMAPGEVDTQDKNKQTALHWSAYYN 
NPEHVKLLIKHDSNIGIPDVEGKIPLHWAANHKDPSAVHTVRCILDAAPTESLLNWQD 
YEGRTPLHFAVADGNVTWDVLTSYESCNITSYDNLFRTPLHWAALLGHAQIVHLLLE 
RNKSGTIPSDSQGATPLHYAAQSNFAETVKVFLKHPSVKDDSDLEGRTSFMWAAGKGS 
DDVLRTMLSLKSDIDINMADKYGGTALHAAALSGHVSTVKLLLENNAQVDATDVMKHT 
PLFRACEMGHKDVIQTLIKGGARVDLVDQDGHSLLHWAALGGNADVCQILIENKINPN 
VQDYAGRTPLQCAAYGGYINCMAVLMENNADPNIQDKEGRTALHWSCNNGYLDAIKLL 
LDFAAFPNQMENNEERYTPLDYALLGERHEVIQFMLEHGALSIAAIQDIAAFKIQAVY 
KGYKVRKAFRDRKNLLMKHEQLRKDAAAKKREEENKRKEAEQQKGRRSPDSCRPQALP 
CLPSTQDVPSRQSRAPSKQPPAGNVAQGPEPRDSRGSPGGSLGGALQKEQHVSSDLQG 
TNSRRPNETAREHSKGQSACVHFRPNEGSDGSRHPGVPSVEKSRGETAGDERCAKGKG 
FVKQPSCIRVAGPDEKGEDSRRAGASLPPHDSHWKPSRRHDTEPKAKCAPQKRRTQEL 
RGGRCSPAGSSRPGSARGEAVHAGQNPPHHRTPRNKVTQAKLTGGLYSHLPQSTEELR 
SGARRLETSTLSEDFQVSKETDPAPGPLSGQSVNIDLLPVELRLQIIQRERRRKELFR 
KKNKAAAVIQRAWRSYQLRKHLSHLRHMKQLGAGDVDRWRQESTALLLQVWRKELELK 
FPQTTAVSKAPKSPSKGTSGTKSTKHSVLKQIYGCSHEGKIHHPTRSVKASSVLRLNS 
VSNLQCIHLLENSGRSKNFSYNLQSATQPKNKTKP 



Figure 15 
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Nucleotide sequence: 

C2695T 
Amino Acid sequence: 

R899X 



Figure 1 7 

Nucleotide sequence: 
1453delC 

Amino Acid sequence: 
Q485fsX509 



Figure 18 



Nucleotide sequence: 

C1807T 
Amino Acid sequence: 

R603X 



Figure 19 

Nucleotide sequence: 

C1186T 
Amino Acid sequence: 

R396X 



Figure 20 



Nucleotide sequence: 

C1445G 
Amino Acid sequence: 

P482R 



Figure 21 

Nucleotide sequence: 
2908delG 

Amino Acid sequence: 
E970fsX971 



Figure 22 



Nucleotide sequence: 

C2719T 
Amino Acid sequence: 

R907X 



Figure 23 



Nucleotide sequence: 

C2719T 
Amino Acid sequence: 

R907X 



Figure 24 

Nucleotide sequence: 
2747insA 

Amino Acid sequence: 
K916fsX1002 



Figure 25 



Nucleotide sequence: 

T1478C 
Amino Acid sequence: 

L493S 



Figure 26 
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